
Journal of Biogeography. 2020;00:1–14. wileyonlinelibrary.com/journal/jbi   |  1© 2020 John Wiley & Sons Ltd

 

Received: 27 May 2019  |  Revised: 18 March 2020  |  Accepted: 23 March 2020

DOI: 10.1111/jbi.13869  

R E S E A R C H  P A P E R

Latitudinal patterns of species diversity on South American 
rocky shores: Local processes lead to contrasting trends in 
regional and local species diversity

Juan J. Cruz-Motta1  |   Patricia Miloslavich2,3  |   Edlin Guerra-Castro4,5  |   
Alejandra Hernández-Agreda6,7  |   Cesar Herrera8,9  |   Francisco Barros10  |    
Sergio A. Navarrete11 |   Roger D. Sepúlveda12  |   Tim M. Glasby13  |   
Gregorio Bigatti14,15  |   Maritza Cardenas-Calle16,29  |   Pedro B. M. Carneiro17 |    
Alvar Carranza18  |   Augusto A. V. Flores19  |   Patricia Gil-Kodaka20  |   
Judith Gobin21 |   Jorge L. Gutiérrez22,23  |   Eduardo Klein3  |   Marcos Krull10  |   
Juan F. Lazarus24  |   Edgardo Londoño-Cruz24  |   Tito Lotufo25  |    
Erasmo C. Macaya26,27  |   Camilo Mora28 |   Elba Mora29,30  |   Gabriela Palomo31  |   
Mirtala Parragué11  |   Franciane Pellizzari32  |   Roberto Retamales33  |    
Rosana M. Rocha34  |   Leonardo Romero35

1Department of Marine Sciences, University of Puerto Rico at Mayaguez, Mayaguez, Puerto Rico
2Institute for Marine Antarctic Studies, University of Tasmania, Hobart, Australia
3Departamento de Estudios Ambientales, Universidad Simón Bolívar, Caracas, Venezuela
4CONACYT - Unidad Multidisciplinaria de Docencia e Investigación Sisal, Facultad de Ciencias, Universidad Nacional Autónoma de México—Puerto de Abrigo, 
Sisal, México
5Escuela Nacional de Estudios Superiores, Unidad Mérida, Universidad Nacional Autónoma de México. Mérida, Yucatán, México
6ARC Centre of Excellence for Coral Reef Studies, James Cook University, Townsville, Australia
7The College of Public Health, Medical and Veterinary Sciences, James Cook University, Townsville, Australia
8TropWATER, Centre for Tropical Water & Aquatic Ecosystem Research, James Cook University, Townsville, Australia
9College of Science and Engineering, James Cook University, Townsville, Australia
10LEB—Laboratório de Ecologia Bentônica, Instituto de Biologia, Universidade Federal da Bahia, Ondina, Brazil
11Estación Costera de Investigaciones Marinas & Center for Marine Conservation, LincGlobal, Universidad Católica de Chile, Las Cruces, Chile
12Centro de Ecología y Genética Ambiental SPA (ECOGEN), Concepción, Chile
13New South Wales Department of Primary Industries, Port Stephens Fisheries Institute, Port Stephens, NSW, Australia
14Instituto de Biología de Organismos Marinos, CONICET, Puerto Madryn, Argentina
15Escuela de Ciencias Ambientales, Universidad Espíritu Santo, Guayaquil, Ecuador
16Facultad de Ingeniería Química, Universidad de Guayaquil, Guayaquil, Ecuador
17Instituto de Ciências do Mar, Universidade Federal do Ceará, Fortaleza, Brazil
18Centro Universitario Regional Este, Universidad de la República, Montevideo, Uruguay
19Center for Marine Biology, University of São Paulo, São Paulo, Brazil
20Facultad de Pesquería, Universidad Nacional Agraria La Molina, Lima, Peru
21University of the West Indies, St. Augustine Campus, St. Augustine, Trinidad and Tobago
22Grupo de Investigación y Educación en Temas Ambientales (GrIETA), Mar del Plata, Argentina
23Instituto de Geología de Costas y del Cuaternario (IGCyC, CIC) and Instituto de Investigaciones Marinas y Costeras (IIMyC, CONICET), Facultad de Ciencias 
Exactas y Naturales, Universidad Nacional de Mar del Plata, Buenos Aire, Argentina
24Grupo de Investigación en Ecosistemas Rocosos Intermareales y Submareales Someros (LITHOS), Departamento de Biologia, Universidad del Valle, Cali, 
Colombia

www.wileyonlinelibrary.com/journal/jbi
mailto:
https://orcid.org/0000-0001-6117-9014
https://orcid.org/0000-0001-5409-1401
https://orcid.org/0000-0003-3529-4507
https://orcid.org/0000-0001-9033-8272
https://orcid.org/0000-0003-0307-6724
https://orcid.org/0000-0002-3037-1991
https://orcid.org/0000-0003-0226-5662
https://orcid.org/0000-0001-5011-7731
https://orcid.org/0000-0001-7053-6802
https://orcid.org/0000-0001-5237-9137
https://orcid.org/0000-0003-3016-7955
https://orcid.org/0000-0001-9347-8860
https://orcid.org/0000-0002-8448-7893
https://orcid.org/0000-0003-2914-9274
https://orcid.org/0000-0003-2935-7065
https://orcid.org/0000-0002-1586-7454
https://orcid.org/0000-0003-2121-3569
https://orcid.org/0000-0001-5762-9430
https://orcid.org/0000-0003-3630-1342
https://orcid.org/0000-0002-9878-483X
https://orcid.org/0000-0001-7740-3631
https://orcid.org/0000-0002-9102-1282
https://orcid.org/0000-0002-7899-3263
https://orcid.org/0000-0003-1877-2570
https://orcid.org/0000-0001-5812-1073
https://orcid.org/0000-0001-6712-7960
https://orcid.org/0000-0003-1615-4760


2  |     CRUZ-MOTTA eT Al.

25Instituto Oceanográfico, Universidade de São Paulo, São Paulo, Brazil
26Laboratorio de Estudios Algales (ALGALAB), Departamento de Oceanografía, Universidad de Concepción, Concepción, Chile
27Centro FONDAP de Investigaciones en Dinámica de Ecosistemas Marinos de Altas Latitudes (IDEAL), Punta Arenas, Chile
28Department of Geography, University of Hawai´i at Mãnoa, Honolulu, HI, USA
29División Ambiental, Bioelite, Guayaquil, Ecuador
30Facultad de Ciencias Naturales, Universidad de Guayaquil, Guayaquil, Ecuador
31Museo Argentino de Ciencias Naturales Bernardino Rivadavia, Buenos Aires, Argentina
32Department of Biological Sciences, Paraná State University, Paranaguá, Brazil
33Universidad Técnica de Manabí, Bahía de Caráquez, Ecuador
34Zoology Department, Universidade Federal do Paraná, Curitiba, Brazil
35Facultad de Ciencias Biológicas, Grupo de Investigación BIOTINV, Universidad Nacional Mayor de San Marcos, Lima, Peru

Correspondence
Juan J. Cruz-Motta, Department of Marine 
Sciences, University of Puerto Rico at 
Mayaguez, Puerto Rico.
Email: juan.cruz13@upr.edu

Funding information
Total Foundation, Grant/Award Number: 
USB_05072011

Handling Editor: Sergio Floeter

Abstract
Aim: We evaluated whether patterns of species diversity (α, β and γ) of rocky shore 
assemblages followed latitudinal gradients (i.e. LDGs) along the South American 
coasts, and tested hypotheses related to potential processes sustaining or disrupting 
the expected LDG pattern at various spatial scales.
Location: Coasts of South America.
Taxon: Macroalgae and sessile/slow-moving macrofauna on intertidal rocky shores.
Methods: We evaluated changes in species composition across 143 sites. The de-
gree of replacement and loss of species at different spatial scales (i.e. coasts, regions 
and sites) were estimated to help distinguish among ecological, historical and evolu-
tionary hypotheses for explaining LDGs. Furthermore, components of diversity and 
taxonomic distinctness were measured, and variability in these measures was decom-
posed using analysis of covariance. Finally, we examined relationships between diver-
sity and a suite of environmental and anthropogenic variables to identify potential 
mechanisms that may be responsible for the reported spatial relationships.
Results: Species composition varied with latitude, and this variability was relatively 
consistent on both coasts. At all spatial scales, replacement of species was the domi-
nant phenomenon (>95%), rather than loss in the total number of species (<5%). LDGs 
were strongly dependent on the diversity component and the spatial scale: gener-
ally, positive for regional β-diversity, negative for α-diversity and site β-diversity. Sea 
surface temperature (SST) was the variable that best explained patterns of diversity 
along both coasts (14%–22%), but other regional and local environmental variables as-
sociated with river discharges, upwelling, confluence of currents, tides and anthropo-
genic pressures also accounted for an important portion of variation (5%–14% each).
Main conclusions: Species diversity of South American rocky shores followed, with inter-
ruptions, LDGs. The trend of those LDGs, however, depended on the scale and metric 
used to describe diversity. It is proposed that patterns of LDGs at various scales are not 
the result of a single overarching process but are strongly influenced by local and regional 
processes. Although the most evident environmental gradient was the decrease in SST to-
wards the south, it was demonstrated that regional and local environmental variables were 
also important for understanding the increase in regional β-diversity towards the tropics.

K E Y W O R D S

intertidal rocky shores, latitudinal diversity gradient, Macroecology, Southeast Pacific, 
Southern Caribbean, Southwestern Atlantic, spatial scales, species diversity
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1  | INTRODUC TION

Latitudinal diversity gradients (LDGs), with species richness peak-
ing near the equator and declining towards the poles, are one of the 
most commonly and well-documented large-scale biotic patterns 
in terrestrial ecosystems (Hillebrand, 2004; Kinlock et al., 2018; 
Willig, Kaufman, & Stevens, 2003). However, there are multiple 
examples where LDGs have not been found in marine systems 
(Rivadeneira, Thiel, González, & Haye, 2011; Valdovinos, Navarrete, 
& Marquet, 2003), or the relationship is far weaker than in terres-
trial systems or inverse (Liuzzi, López Gappa, & Piriz, 2011; Saeedi, 
Dennis, & Costello, 2017; Santelices & Marquet, 1998), or the peak 
of species richness is not centred around the equator (Chaudhary, 
Saeedi, & Costello, 2016; Levinton & Mackie, 2013; Roy, Jablonski, 
Valentine, & Rosenberg, 1998). Furthermore, the shape and 
strength of the relationship often varies among basins or taxa 
(Astorga, Fernández, Boschi, & Lagos, 2003; Hummel et al., 2017; 
Macpherson, 2002) and can depend on the spatial scales examined 
(Willis & Whittaker, 2002). For instance, a large proportion of our 
knowledge on marine LDGs patterns comes from (1) studies based 
on meta-analyses of existing information rather than surveys using 
standardized methods (but see Navarrete, Lagos, & Ojeda, 2014; 
Rivadeneira, Navarrete, & Fernandez, 2002), (2) studies that fo-
cused solely on α-diversity and did not consider other components 
of diversity (but see Anderson, Tolimieri, & Millar, 2013; Navarrete 
et al., 2014) or (3) studies that focused on a specific taxonomic 
group (but see Bulleri et al., 2012).

Despite the myriad of studies describing LDGs, it is still unclear 
what drives these patterns (Brown, 2013) due to (1) the non-quan-
titative nature of existing hypotheses, (2) lack of integration among 
ecological and evolutionary hypotheses, (3) patterns of LDGs are 
concomitantly explained by different hypotheses and (4) intrinsic 
differences among ecosystems (Blowes et al., 2019; Brown, 2013; 
Pontarp et al., 2019). The many explanations that have been pro-
posed fall into three broad categories of models, which are not nec-
essarily exclusive, namely (a) ecological: processes operating over 
generational time-scales, such as ambient energy/productivity, en-
vironmental predictability/stability, interspecific interactions, niche 
breadth and spatial heterogeneity (Willig et al., 2003); (b) evolution-
ary: processes operating over geological time-scales that depend 
on the time for diversification, which on average have been longer 
in the tropics, where disruption of evolutionary processes owing to 
orogenetic and glaciation cycles has been less important (Jablonski, 
Kaustuv, & Valentine, 2006) or (c) historical: processes also oper-
ating over geological time-scales but dependent on the rate of di-
versification, which is faster in the tropics since temperature may 
ultimately boost evolutionary rates (Mittelbach et al., 2007). Yet, 
before attempting to identify potential mechanisms underlying spa-
tial and temporal patterns of diversity, those patterns that we are 
trying to explain must be clearly described (Underwood, Chapman, 
& Connell, 2000). Furthermore, and given that LDGs are not eas-
ily amenable to experimental manipulations (but see Cheng, Ruiz, 
Altieri, & Torchin, 2019 as a recent example), advancement in our 

understanding of underlying causes mostly relies on our ability to 
improve the characterization of these patterns for different taxa, 
the biological attributes of the species and the characteristics of 
the environment they inhabit (e.g. Fernández, Astorga, Navarrete, 
Valdovinos, & Marquet, 2009). In this sense, rocky shores are ideal 
systems to study LDGs and their potential drivers because they (a) 
are easily accessible and sampling protocols have been standard-
ized comprehensively; (b) encompass a terrestrial-marine gradient 
over relatively small distances; (c) have very diverse, abundant, 
macroscopic and sessile organisms belonging to various functional 
groups and (d) their natural history is generally well understood 
(Underwood, 2000).

Our specific goals in this paper were to test whether pat-
terns of species diversity of rocky shore assemblages of South 
America (SA) (a) followed LDGs and (b) were consistent along the 
two oceanic coasts (i.e. Atlantic and Pacific). The simplest predic-
tion was that, if evolutionary and historical processes operated 
in the same magnitude and direction, patterns of spatial varia-
tion in species diversity would be similar along the two coasts 
of SA independently of local and regional ecological processes. 
We also predicted that, if LDGs were produced by an environ-
mental gradient related to latitude (i.e. temperature), then spatial 
variation of species diversity along the approximately 1,000 km 
of Southern Caribbean coast (which runs west to east and has 
essentially no latitudinal change) would be much lower than along 
similarly standardized segments of shore in any section of the 
Atlantic or Pacific coasts. Also, to test hypotheses derived from 
environmental models, we related the species composition of the 
intertidal rocky assemblages of SA with a suite of environmental 
and anthropogenic variables to examine potential mechanisms 
that may be responsible for spatial patterns. All of the above was 
done taking into consideration different components of diversity: 
α-, β- and γ-diversity, and incorporating three spatial scales: sites, 
regions and coasts, which allowed identifying potential processes 
responsible for observed patterns.

2  | MATERIAL S AND METHODS

2.1 | Area of study

Surveys were done at a total of 143 rocky intertidal sites spanning 
16 regions along each of the Pacific (50 sites) and Atlantic (62 sites) 
coasts of SA and one region along the Caribbean coast (31 sites) 
(Figure 1, Table S1). Arrangement of sites followed a hierarchically 
nested design that included five spatial scales: (a) coasts; (b) regions; 
(c) locations (haphazardly selected, separated by at least 5 km); (d) 
sites (haphazardly selected, separated by 500–2000 m) and (e) quad-
rats (0.25 m2, n = 10–30 depending on sites). Sampling was done 
during warm/dry seasons and spring tides, which did not occur at 
the same times in all regions. In addition, not all working groups were 
able to sample their sites during the same calendar year at the spe-
cific windows of time described above; consequently, sampling was 
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completed between July 2010 and June 2012. Since the implemen-
tation of this sampling design depended on (a) the heterogeneous 
capabilities of the 27 working groups involved in this project and (b) 
accessibility and availability of sampling sites (i.e. rocky shores) in all 
16 ecoregions; resulting sampling effort was not properly balanced 
at the scale of locations (number of locations per region ranged be-
tween 1 and 7). Consequently, all analyses were done only at the 
scales of regions and sites.

2.2 | Biological and environmental sampling

At each site, replicate quadrats were haphazardly located in two 
to three different intertidal strata defined according to tidal am-
plitude and known intertidal zonation of the regions (Miloslavich 
et al., 2016), following the standardized NaGISA protocol (Cheng 
et al., 2019). Numbers of samples were defined on the basis of 

species accumulation curves from pilot surveys done during 2009–
2010. Pilot surveys were done in at least two sites per region, where 
60 quadrats were sampled in two to three intertidal strata. Prior to 
data analyses, we confirmed that the selection of different sample 
sizes per site/region did not have an effect on our various estima-
tions of diversity (Figure S1). Most identifications were made in the 
field, but in those cases when it was not possible to do so (some 
algae), back-up photographs were taken, and/or fauna specimens 
were collected for reference and sent to specialists for identification. 
All organisms were identified to the lowest possible taxonomic level 
(>95% to at least genus level). A data quality control protocol was 
applied at two different levels: within the specific working groups in 
each country/region and within the working group that centralized 
and compiled all datasets. All environmental data were derived from 
existing databases. In all, 21 environmental variables were examined 
to test for relationship with spatial variation of diversity. Variables 
were obtained for each sampling site from a variety of sources and 
categorized as ‘environmental’ or ‘anthropogenic’ (Table S2).

2.3 | Data analyses

2.3.1 | Latitudinal changes in species composition 
along coasts

The complete list of taxa considered in this study is available in 
Table S3. All analyses described below were done on presence/ab-
sence of taxa pooled over all samples from each site because it is 
well known that small quadrats represent only a small fraction of the 
species at a given site. After pooling, the Sorensen's similarity coef-
ficient was estimated over each pair of sites to test for latitudinal 
changes in species composition along coasts by means of an ordered 
rank-based two-way nested ANOSIM, using the factors ‘coast’ (un-
ordered with two levels: Pacific and Atlantic) and ‘region’ (an ordered 
factor from north to south and nested in ‘coast’). This analysis was 
not done for the Caribbean as there was only one region. Patterns of 
similarities were visualized with non-metric multidimensional scaling 
(nMDS). These analyses were done using the software PRIMER v7 
(Clarke, Gorley, Somerfield, & Warwick, 2014). We also estimated 
the total dissimilarities between the Caribbean region, Atlantic and 
Pacific coasts, as well as between sites within each coast, and then 
decomposed those dissimilarities into two additive components that 
reflect two antithetic processes: (a) turnover of species, caused by 
replacement of species as a possible consequence of niche parti-
tioning and (b) nestedness, caused by species loss along a gradient, 
which is a potential result of physiological constraints or dispersal 
capabilities of different species (Baselga, 2010, 2012). Making this 
decomposition is essential to discern between the processes that 
maintain patterns of species diversity among and within coasts. For 
this purpose, we used Baselga's framework, a conceptual approach 
widely discussed and validated in different biogeographical contexts 
(Baselga & Leprieur, 2015; Lu, Vasseur, & Jetz, 2019). This frame-
work involves breaking down the β-diversity (Sorensen similarity) 

F I G U R E  1   Sampling sites and locations along the South 
American coast. Rocky intertidal sites sampled along the (a) 
Caribbean Sea, (b) Pacific Ocean and (c) Atlantic Ocean. Locations 
and Regions (Spalding et al., 2007) are identified with black dots 
and bold numbers, respectively (d). Names and number of Regions 
are also listed in Table S1

(a)

(b) (c)

(d)
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into the equivalent of turnover (using as metric the Simpson's coef-
ficient of similarities) and nestedness (using the Baselga's coefficient 
of nestedness). This analysis was done with the R package ‘betapart’ 
(Baselga & Orme, 2012).

2.3.2 | Latitudinal variation in components of 
species diversity along coasts and regions

γ-diversity and α-diversity were estimated as the total number of 
expected species per region and site, respectively, using the second-
order Jackknife method (Chapman & Underwood, 2009). Preliminary 
analyses showed that Jackknife method gave similar results to 
Chao's. β-diversity, defined as ‘the extent of change in community 
composition’, can be estimated in several ways at different spatial 
scales (Anderson et al., 2011). We used multivariate dispersion as an 
estimator of average β-diversity for two spatial scales: (a) site and (b) 
region. For these, the Sorensen's similarity coefficient among each 
pair of samples was estimated, then the average distance of each 
sample of a site to the site centroid in the Sorensen space was cal-
culated, as well as the average distance of each site centroid within 
the region centroid (Anderson et al., 2011). To identify LDGs in γ, α, 
site β-diversity and region β-diversity, the estimates were plotted 
against latitude. In addition, and since the Pacific and Atlantic coasts 
are at least six times longer than the Caribbean coast, estimators 
of α and site β-diversity were plotted over a standardized length of 
coast (i.e. 1,000 km). We also formally evaluated whether patterns of 
variation of these components of species diversity along the latitu-
dinal gradient were consistent on both coasts. For this purpose, we 
used ANCOVA, with ‘latitude’ as the covariate, and ‘coast’ the main 
factor. When it was detected that the relationship was not linear, 
local polynomial regression was used instead. For these analyses, 
only the taxa identified to species or genus were considered (>95% 
of reported taxa).

In addition to the conventional measures of species diversity, 
we calculated the Average taxonomic distinctness (∆+) (Clarke & 
Warwick, 1998), using the software PRIMER v7 (Clarke et al., 2014). 
For these calculations, we assumed that the taxonomic trees were 
good surrogates of their phylogenetic relatedness and estimates 
were made separately for each phylum (Ellingsen, Clarke, Somerfield, 
& Warwick, 2005; Warwick & Somerfield, 2008). Average taxo-
nomic distinctness (∆+) was complemented with estimations of vari-
ation in taxonomic distinctness (Λ+) (Clarke & Warwick, 2001). ∆+ is 
an estimator of taxonomic breadth of the sample, whereas Λ+ can 
be used to describe the taxonomic structure of a sample (Clarke & 
Warwick, 2001). These estimators were used as proxies for the rela-
tive importance of ecological, evolutionary and historical processes 
in determining LDGs. As proposed by Rivadeneira et al. (2011), we 
interpreted that negative latitudinal relationships with ∆+ were the 
result of high diversification rates near the equator, positive relations 
were the result of higher diversification towards temperate regions, 
while no relationship indicated that local ecological constraints (e.g. 
niche partitioning) have dominated over latitudinal processes.

2.3.3 | Species composition and 
environmental variables

The total variation among sites within each coast was partitioned 
using distance-based linear models to identify potential environ-
mental drivers of species diversity patterns. After assessing col-
linearity, marginal tests for each variable were done using simple 
linear regression and the hypothesis of no relationship was tested 
using 9,999 permutations of raw data. Subsequently, linear models 
with multiple predictors were generated using all possible combina-
tions of statistically significant predictor variables, from the simplest 
model (one variable) to the most complex (all variables), using as a cri-
terion of choice the lowest value of the modified Akaike Information 
Criterion (AICc). These analyses were done using the routine DistLM 
in the software PERMANOVA (Anderson, Gorley, & Clarke, 2008).

3  | RESULTS

3.1 | Latitudinal changes in species composition 
along coasts

The composition of assemblages clearly differed across coasts (two-
way ANOSIM, R = 0.411, p < 0.001) and varied with latitude on both 
coasts (two-way ANOSIM, R0 = 0.714, p < 0.001). On the Pacific, 
sites from the Panama Bight and Guayaquil regions clearly differenti-
ated from the rest of southern regions (Figure 2), whereas sites from 
Central Peru to Chilean Fjords were more similar, but still formed 
part of the latitude gradient (Figure 2). On the Atlantic, the Brazilian 
sites were distinct from sites of the southern cone, but these also 
followed a latitudinal pattern. However, the Amazonian sites did not 
conform to the same trend, being more similar to regions such as Rio 
Grande and SE Brazil despite these being the most tropical regions 
of this coast (Figure 2). The Caribbean sites were clearly separated 
from the oceanic coasts, being more similar, unsurprisingly, to the 
tropical regions of the Atlantic coast of SA than the Pacific (Figure 2, 
Table 1a). Even so, total dissimilarity between the Caribbean coast 
and the Atlantic coast was higher than expected (Table 1a), sharing 
only a small fraction of its species (~8% of taxa identified at the spe-
cies level). This pattern was strengthened by including taxa identi-
fied to higher taxonomic resolutions (i.e. genera) (Table 1a). Analysis 
at the scale of sites within the Pacific and Atlantic coast showed that 
most (>90%) changes in species composition were due to turnover of 
species rather than nestedness (Table 1b), indicating that no gradual 
loss in the total number of species occurred along the latitudinal gra-
dient and that changes were due largely to replacement of species.

3.2 | Latitudinal variation in components of species 
diversity along coasts and regions

Patterns of latitudinal variation of γ-diversity differed between oceans 
(Figure 3). In the Pacific, γ-diversity was highest in the Guayaquil region, 
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whereas the two lowest values were found in the adjacent regions: 
the tropical Panama Bight and Central Peru regions. On the Atlantic, 
γ-diversity was highest at Eastern Brazil, with the smallest pool of 

species observed in the Amazonia and Patagonian Shelfs. Notably, the 
regional pool of species in the Caribbean region was as high as the rich-
est regions from the Atlantic and Pacific oceans (Figure 3).

F I G U R E  2   Non-metric multidimensional scaling (nMDS) of centroids of sites (based on Sorensen similarity matrix) across different 
Regions in the Atlantic and Pacific coasts of South America. Regions (numbers) are shown from north to south. Names and number of 
Regions are also listed in Table S1
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2D Stress: 0.11Tests for differences between coasts: R = 0.411, p-value < 0.001 
Tests for differences between ecoregions: R0 = 0.714, p-value < 0.001 

TA B L E  1   Total multi-site Sorensen dissimilarity and decomposition in turnover and nestedness components

a. Between Southern Caribbean and oceanic coasts

South Caribbean

Atlantic Pacific

 All taxa Species All taxa Species

Total 0.88 0.85 0.98 0.98  

Turnover 0.81 0.69 0.97 0.96  

Nestedness 0.07 0.16 0.01 0.02  

b. Within each coast of South America

 

Atlantic Pacific South Caribbean

All taxa Species All taxa Species All taxa Species

Total 0.97 0.97 0.96 0.96 0.95 0.93

Turnover 0.96 0.95 0.95 0.94 0.93 0.90

Nestedness 0.01 0.02 0.01 0.02 0.02 0.03

No of sites 58 58 49 49 36 36

No of taxa/species 484 276 400 286 240 88

Note: Analyses are presented for all taxa, regardless of the taxonomic resolution, and for those identified at the species level. Number of sites, taxa 
and species are shown.
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Patterns of spatial variation of α-diversity along the latitudinal gradi-
ent of SA were not the same in both oceans (Figure 4a). Along the Pacific 
coast, there was a relatively steady decline in the α-diversity from the 
southernmost end of the continent towards the equator, following a 
marked inverse latitudinal gradient of species richness (Figure 4a). In 
contrast, the number of species per site along the Atlantic coast did not 
follow a simple general pattern, with distinct trends apparent in differ-
ent segments of the latitudinal gradient (Figure 4a). Across all subtropi-
cal and tropical regions (29°S and 10°N), the number of species per site 
showed a clear unimodal pattern, peaking at 20°S and decreasing to 
the south and north (Figure 4a). Further south, α-diversity followed a 
strong gradient, decreasing from the very south (47°S) towards latitude 
32°S, which coincides with the biogeographical barrier of the La Plata 
River estuary mouth. Notably, the Caribbean coast showed large varia-
tion in α-diversity (between 18 and 71 species per site), despite the fact 
that all the sites on this coast were essentially at the same latitude but 
dispersed over 1,000 km (Figure 4a). Figure 4a also shows that variation 
in α-diversity was about three-quarters of the variation observed in the 
Pacific coast (between 18 and 90 species per site) and about half of the 
variation observed in the Atlantic coast (between 12 and 122 species 
per site) (Figure 4a). However, when α-diversity per site was compared 
over a standardized (i.e. 1,000 km) coast length (to account for differ-
ences in the lengths of the coasts that were sampled), variation was 
very similar on all three coasts of SA (Figure S2a) indicating the impor-
tance of spatial variability rather than latitude per se.

Site β-diversity showed similar trends to those of α-diversity on 
both oceanic coasts (Figure 4b). Along the Pacific coast, there was a 
clear linear inverse latitudinal gradient (Figure 4b), whereas along the 
Atlantic coast, the relationship was nonlinear and bimodal in shape, 
with peaks at 55°S and 20°S and lowest values near 40°S and 5°S. 
Interestingly, variation of β-diversity measures within sites along the 
Caribbean coast was within the same range as those described for 
standardized stretches (i.e. 1.000 km) of the oceanic coasts of SA 
(Figure S2b). Furthermore, we estimated that our sample coverage 
was well over 80% (Figure S3), which indicates that the number of 
species registered by each taxon and locality reflects very well the 

F I G U R E  3   γ-diversity per region, 
estimated with second-order Jackknife 
method. Black portion of columns 
represents number of taxa identified 
at level of species, grey represents 
taxa identified at genus, white portion 
indicates not-observed species. 
Ecoregions according to Spalding et al. 
(2007)
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diversity of species registered in each region. Consequently, we 
consider that the relationships of α- and β-diversity on both coasts 
reflect a natural property of the diversity along the continent rather 
than being an artefact caused by unbalanced sampling effort within 
each region (Ulrich et al., 2017).

Contrary to site β-diversity, variability among sites within regions 
(i.e. region β-diversity) increased linearly towards the tropics on the 
Atlantic and Pacific coasts (Figure 4c), and this occurred to a similar de-
gree on both coasts (ANCOVA, interaction Latitude × Ocean, F = 0.58, 
p = .16). Although the main factors in this analysis (i.e. latitude and 
coast) were statistically significant (Latitude F = 10.67, p < .001 and 
Ocean F = 15.50, p < .001), these two sources of variation explained 
only 27% of the entire variation (7% latitude, 20% coast). Most of the 
variation in β-diversity corresponded to the residual component (73%), 
which indicates intrinsic differences among sites within a region.

Latitudinal patterns of change in ∆+ and Λ+ differed among Phyla 
(Figure 5). For mollusks, ∆+ values were constant along latitude al-
though clearly higher in the Atlantic than in the Pacific (Table S4, 
ANCOVA for mollusks, covariate Latitude, p > .05), even when 
richness of mollusks was higher in the later. However, Λ+ increased 

towards temperate latitudes with the same slope on both oceanic 
coasts (Table S4, ANCOVA for mollusk, covariate Latitude, p < .05), 
with higher values for the Pacific compared to the Atlantic. Despite 
the small latitudinal range in the Caribbean, both ∆+ and Λ+ were 
as variables as on the Pacific and Atlantic coasts. For crustaceans, 
∆+ was positively related (p < .05) to latitude, with the same slope 
in the Atlantic and Pacific coast (Table S4). On the other hand, 
Λ+ of crustaceans was not related to latitude and was similar, but 
variable, between coasts (Table S4, Figure 5b). As with mollusks, 
no clear relationship of ∆+ of cnidarian with latitude was detected 
(Table S4), although Λ+ was positively related to latitude, with the 
same slope on both coasts (Table S4, Figure 5b). On the other hand, 
∆+ for Ochrophyta (brown algae) and Rhodophyta (red algae) were 
inversely related with latitude, even when the number of species 
per site did not vary with latitude. Such change in ∆+ was consistent 
along Atlantic and Pacific coasts. For Ochrophyta, the range of vari-
ability in ∆+ in the Caribbean was considerably smaller than in the 
other two coasts, although comparable in magnitude. Conversely, 
Rhodophyta in the Caribbean tended to have lower values of ∆+ but 
these were more variable than for sites from Atlantic and Pacific 

F I G U R E  5   Average (∆+) and variation (Λ+) in taxonomic distinctness of rocky shore assemblages for each Phylum between −60° and 
10° along South American Coasts. Sizes of the symbols represent the number of species at each site. Lines represent the respective linear 
regression fitting
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coasts. Finally, neither ∆+ nor Λ+ of Chlorophyta was related to lati-
tude and did not differ between coasts.

3.3 | Species composition and 
environmental variables

The environmental variables that best explained patterns of varia-
tion of rocky shore assemblages along the SA coasts differed be-
tween oceans (Table 2). For the Pacific, around 55% of total variation 
in species composition was explained by 10 environmental variables. 
From these, the most important was the annual average sea surface 
temperature (SST). This variable alone explained 12% of total varia-
tion (i.e. R2 = 0.12, Table 2) and was the variable with the highest cor-
relation with latitude (r = 0.96, Table S5). Annual average chlorophyll 
a (R2 = 0.09), pollution (R2 = 0.08) and acidity (R2 = 0.08) accounted 

for the individual highest portions of explained variation. These four 
variables, together with nutrients, UV, annual anomalies of SST and 
annual anomalies of chlorophyll a were included in models with very 
small differences in their AICc values (<0.8).

For the Atlantic, about 52% of variability in species composition 
was explained by 10 variables. As in the Pacific, the most important 
variable was the annual average SST, accounting for 12% of total vari-
ability (Table 2), and again being highly correlated with latitude (r = 0.96, 
Table S5). Tide range was the second most important environmental vari-
able (R2 = 0.10), followed by nutrients and shipping (R2 = 0.07 for both, 
Table 2). Other variables such as annual anomalies of SST, UV, population 
and inorganics accounted individually for 7%–9% of total variation. All 
these variables were positively correlated with latitude (Table S5).

On the Caribbean coast, up to 34% of the variation in species 
composition among sites was explained by environmental variables. 
Most of the best linear models included six variables, with annual tide 

TA B L E  2   Distance-based multivariate linear model analyses (DistLM) showing predictor variables that explained patterns of spatial 
variation of species composition along the Pacific, Atlantic and Caribbean coasts of South America

a. Marginal test

Variable

Pacific

Variable

Atlantic

Variable

Caribbean

p value R2 p value R2 p value R2

SST_average 0.001 0.12 SST_average 0.001 0.12 Tide_range 0.001 0.09

Chl a_average 0.001 0.09 Tide_range 0.001 0.10 Chl a_desvest 0.001 0.09

Acid 0.001 0.08 SST_desvest 0.001 0.09 AC 0.001 0.09

ORP 0.001 0.08 Log(NUTC) 0.001 0.07 Chl a_average 0.001 0.08

Chl a_desvest 0.001 0.08 SH 0.001 0.07 UV 0.001 0.08

SST_desvest 0.002 0.06 AC 0.001 0.07 ORP 0.001 0.07

Tide_range 0.002 0.05 ORP 0.001 0.07 SH 0.001 0.07

UV 0.003 0.05 SST_anomalies 0.001 0.07 SST_desvest 0.002 0.06

Log(NUTC) 0.004 0.05 Chl a_average 0.001 0.06 SST_anomalies 0.001 0.06

INP 0.004 0.05 UV 0.001 0.06 Log(NUTC) 0.002 0.05

SH 0.007 0.04 Chl a_desvest 0.001 0.06 SST_average 0.005 0.05

SST_anomalies 0.016 0.04 INP 0.001 0.06 HUM 0.007 0.05

HUM 0.025 0.03 HUM 0.001 0.05 INP 0.013 0.05

Chla_anomalies 0.102 0.03 Chl a_anomalies 0.476 0.02 Chl a_anomalies 0.093 0.04

b. Overall best solutions

Coast AICc R2 No. Variables Selections

Pacific 409.40 0.55 10 SST_average, Chl a_average, AC, ORP, Chl 
a_desvest, Tide_range, UV, SH, SST_desvest, 
HUM, SST_anomalies

Atlantic 454.11 0.52 10 SST_average, Tide_range, SST_desvest, 
Log(NUTC), SH, AC, SST_anomalies, Chl 
a_average, ORP

Caribbean 290.86 0.34 6 Tide_range, Acid, Log(NUTC), INP, SST_desvest, 
SST_average

Note: From 18 environmental variables, 7 were excluded from the analyses because collinearity (Pearson coefficient of correlation >0.8). Analyses 
include (a) marginal tests for each variable, presented in decreasing order of relevance based on the coefficient of determination R2 and the 
associated p value obtained with 9,999 permutations; (b) model selection for the best combination of individual variables based on the lowest 
AICc value (i.e. modified Akaike Information Criterion). For each coast, the overall four best solutions are presented from highest R2 to the lowest. 
Acronyms correspond to those in Table S2.



10  |     CRUZ-MOTTA eT Al.

range the best correlated (R2 = 0.09), followed by acidity (R2 = 0.09) 
and nutrients (R2 = 0.18). Unlike on the two oceanic coasts, SST in 
the Caribbean explained only a small portion of total variability in 
species composition (R2 = 0.06).

4  | DISCUSSION

Despite differences in the composition of rocky shore assemblages 
between the Atlantic and Pacific coasts of SA, our general results 
were common to both coasts. Specifically, (a) latitudinal variation 
in species composition was driven primarily by species turnover, 
(b) LDGs in regional-scale species richness were similar (Figure 3) 
and (c) no LDGs in species richness occurred at the site scale (al-
though patterns of latitudinal variation differed between coasts; 
Figure 4). In general, the structure and composition of assemblages 
associated with intertidal rocky shores of SA followed expectations 
derived from the Rigby Iken and Shirayama (2007) model of ecore-
gions, which states that latitudinal patterns of regional β-diversity 
are dominated by turnover (species replacement) rather than nest-
edness (species loss). On all three coasts, patterns of spatial distribu-
tion of diversity showed contrasting patterns of spatial distribution 
depending on the scale that was considered (regional versus site).

4.1 | Regional-scale species richness

The regional-scale LDGs observed on the Atlantic and Pacific coasts 
of SA were not monotonic. The analysis of discontinuities in these 
patterns suggests controls on regional species richness that likely 
interact with the alleged climate-related controls on evolutionary or 
historical diversification processes (Belanger et al., 2012).

In the Pacific, the highest estimates of γ-diversity occurred in 
the tropical Guayaquil ecoregion (Latitude: 0°–6°S), followed by 
the Humboldtian ecoregion (12°S–25°S). The Guayaquil ecoregion 
is the zone where the Panama and Humboldt currents converge, 
which promotes high biological diversity due to temperate and trop-
ical species co-existing (Miloslavich et al., 2011). The Humboldtian 
ecoregion is under the influence of the southern Pacific upwelling 
system, which injects nutrients into surface waters leading to high 
primary production and diverse food webs (Thiel, Macaya, & Acuña, 
2007). Conversely, the lowest estimates of γ-diversity occurred in 
the tropical ecoregions of Panama Bight and Central Perú. Aside 
from these regional diversity minima, there was a trend of increased 
γ-diversity from the southernmost ecoregions to Guayaquil.

In the Atlantic, two clear coastal segments can be differentiated: 
the first ranges from the Patagonian to the Rio Grande ecoregion 
(Latitudes: 30°S–50°S), and the second ranges from the SE Brazil 
to the Amazonian ecoregion (Latitudes: 5°N–20°S). In the first seg-
ment, γ-diversity was generally lower than in the second and varied 
little across ecoregions. In the second segment, γ-diversity shows 
a hump-shaped pattern, peaking at the Eastern Brazil ecoregion 
(Latitudes: 15°S–25°S), which is under the influence of the Cabo Frio 

upwelling (Coutinho et al., 2016). Decreases in γ-diversity towards 
the north and south of this second segment could be associated with 
the influence of two large estuarine systems (Amazon River and Los 
Patos Lagoon, respectively; see Cavalcante Morais & James, 2014; 
Coutinho et al., 2016) and/or the relative scarcity of rocky shores 
(Cavalcante Morais & James, 2014; Pellizzari, Vélez-Rubio, Cristine-
Silva, & Carranza, 2016). Colonization and diversification in these 
coastlines could have also been limited due to increased environ-
mental variability and/or the relative isolation of their rocky hab-
itats, which could have limited dispersal across patches (Pellizzari 
et al., 2016).

4.2 | Local-scale species richness

Patterns of latitudinal variation in α-diversity did not conform to LDG 
predictions for the Atlantic or Pacific coasts, and generally differed 
between them. In the Pacific, we observed decreasing α-diversity 
with decreasing latitude—that is, an inverse LDG; see Rivadeneira 
et al. (2011). This is in line with previous findings on the latitudi-
nal diversity of particular taxonomic groups (seaweeds, peracarid 
crustaceans) along the temperate Pacific coast (see Rivadeneira 
et al., 2011; Santelices & Marquet, 1998). Yet, our findings illustrate 
that an inverse latitudinal gradient of α-diversity in rocky shore as-
semblages extends into the tropical Pacific, which has not been pre-
viously reported.

In the Atlantic, we also observed an inverse latitudinal gradi-
ent of α-diversity, but from the southernmost end to 35°S. This is 
consistent with previous findings on macroalgae (Liuzzi et al., 2011) 
and points to the ubiquity of inverse latitudinal gradients along the 
temperate South American coasts (see also Rivadeneira et al., 2002; 
Rivadeneira et al., 2011; Santelices & Marquet, 1998; Valdovinos 
et al., 2003). In contrast, α-diversity showed a hump-shaped pattern 
from 35°S to the Equator, peaking at ca. 20°S latitude (like γ-diver-
sity which peaked at the Eastern Brazil region). This further supports 
the existence of subequatorial peaks in marine diversity, as revealed 
by a recent meta-analysis (see Chaudhary et al., 2016).

Distinct mechanisms have been proposed to explain the inverse 
α-diversity gradients for particular taxa, including the Rapoport rule 
for algae (Santelices & Marquet, 1998), larval developmental modes for 
crustaceans and mollusks (Astorga et al., 2003; Fernández et al., 2009) 
and historical/evolutionary effects for peracarids (Rivadeneira 
et al., 2011). In agreement, our examination of taxonomic distinctness 
(∆+) revealed that latitudinal biodiversity patterns differ among taxa. 
Crustaceans showed greater ∆+ towards the tropics (see also Astorga 
et al., 2003). In contrast, brown algae showed higher ∆+ towards tem-
perate zones, which matches global patterns of diversity for this group 
(see Keith, Kerswell, & Connolly, 2014), but higher levels of Λ+ towards 
the tropics. This suggests a higher degree of diversification towards 
the south, but an increasing degree of speciation for some groups to-
wards the tropics (e.g. Dictyotaceae). Unlike these taxa, mollusks and 
red algae (the most species-rich groups) showed a ∆+ that remained 
invariant with latitude. The fact that taxonomic breadth (a proxy for 
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diversification) did not change with latitude along either coast provides 
evidence against historical and evolutionary models as primary drivers 
of latitudinal diversity patterns in these taxa.

Since different mechanisms seem to explain inverse LDGs for 
individual taxa, no general process can be postulated to explain the 
occurrence of inverse LDGs in the taxonomically broad assemblage 
studied here. As discussed below, the latitudinal patterns of rocky 
shore α-diversity documented here are likely shaped by the inter-
play of large-scale historical/evolutionary processes determining the 
regional species pool and local ecological factors driving species dis-
persal, colonization and survival.

4.3 | Regional and local controls on species richness

In the light of our findings, the diversity of South American rocky 
shore assemblages at the local scale can be viewed as being con-
strained by the regional species pool, but ultimately determined by 
small-scale and site-specific ecological processes (see also Keith 
et al., 2014; Rivadeneira et al., 2002). Here, the highest γ-diversity 
was observed in ecoregions influenced by the convergence of oce-
anic currents or upwelling systems (i.e. Guayaquil, Humboldtian, 
Eastern Brazil; see also Coutinho et al., 2016; Lara et al., 2019; 
Rivadeneira et al., 2015). Yet, site-scale β-diversity was also the high-
est in these ecoregions. This indicates high differentiation of assem-
blages among sites, possibly attributable to small-scale variations in 
ecological processes.

Two additional lines of evidence point to the importance of 
local processes in determining local-scale diversity across South 
American rocky shores. First, latitudinal variations in site-scale β-di-
versity are dominated by species turnover both in the Pacific and 
Atlantic coasts. This means that species replacement is even across 
sites located within the same ecoregion. Second, variations in α- and 
β-diversity were observed across sites of the Caribbean coast, de-
spite their small latitudinal spread (less than 0.5°). Such variations 
(i.e. across sites in the Caribbean) were comparable to those across 
the oceanic coasts of SA, and also dominated by turnover. This im-
plies that local factors can cause substantive variation in local as-
semblage composition even where larger-scale latitudinal controls 
(e.g. temperature gradients) are clearly negligible such as on the 
Caribbean coast, as found over similar spatial scales on Australasian 
rocky shores (Glasby, Gibson, & Cruz-Motta, 2017; Lloyd, Cruz-
Motta, Glasby, Hutchings, & Gribben, 2020).

Our analyses of assemblage composition in relation to environ-
mental variables shed light on possible controlling factors both at 
the regional and local scales. Significant, regional-scale factors in-
cluded SST and chlorophyll a concentration. SST explained the high-
est amount of variation in local assemblage composition on both the 
Pacific and Atlantic coasts, which suggests a primary role of tem-
perature in controlling species diversification and current distribu-
tions (see also Levinton & Mackie, 2013 for an example on fiddler 
crabs). On the other hand, Chlorophyll a, an indicator of primary 
production, was also a significant factor explaining variability in 

biodiversity on all coasts, which supports the hypothesis that con-
vergence of oceanic currents and upwelling systems promote high 
biological diversity at the regional scale (Miloslavich et al., 2011). But 
overall, and despite the influence of these two regional processes 
(temperature and primary productivity), an important part of the 
variation was explained by a large group of variables that included a 
combination of natural factors (e.g. tides and nutrients) and anthro-
pogenic stressors, such as pollution, ship traffic and human popula-
tion density. This was especially conspicuous in the Caribbean where 
there was no relationship with SST. Hence, it could be provisionally 
stated that temperature and primary production appear to shape the 
biodiversity of South American rocky shores at the regional scale, 
while local-scale variation in biodiversity is associated with human 
impacts and, possibly, other environmental variables not included in 
our analysis (e.g. local wave exposure, desiccation levels and rock 
properties).

4.4 | Concluding remarks

The regional structure and composition of South American rocky 
shore assemblages displayed positive LDGs along the Pacific and 
Atlantic coastlines. In contrast, local α-diversity tended to increase 
towards the south (i.e. negative LDGs). These opposing patterns 
indicate that regional β-diversity, which is higher towards the 
tropics, could offset the inverse latitudinal gradients of local spe-
cies richness, leading to overall LDGs at the regional scale. The 
dominance of species turnover as a source of site-scale β-diversity, 
together with the relatively high variations in α-diversity along 
the Caribbean coast, indicates that local processes are important 
sources of variation in assemblage composition regardless of any 
large-scale and/or latitudinal controls. SST gradients and primary 
productivity hotspots (i.e. upwelling and convergence zones) ac-
count for significant variation in assemblage composition and are 
likely major influences on large-scale, evolutionary and historical 
diversification processes. Yet, a variety of local environmental fac-
tors also contribute to the compositional variation of local rocky 
shore assemblages (e.g. anthropogenic variables such as pollu-
tion, ship traffic and nearby human population density). This sug-
gests that the analysis of species diversity patterns at continental 
scales cannot ignore small-scale ecological processes in the search 
of a robust, general understanding. As pointed out by Simberloff 
(2004), we should embrace the view that ‘small-scale’ ecology can 
be crucial for explaining many macroecological patterns, like those 
reported here.

ACKNOWLEDG EMENTS
We greatly appreciate the invaluable help of all volunteers who 
assisted the different sampling teams around the continent. This 
project and the South American Research Group on Coastal 
Ecosystems (SARCE) were funded by the Total Foundation, grant # 
USB_05072011. We also thank two anonymous reviewers for useful 
comments.



12  |     CRUZ-MOTTA eT Al.

DATA AVAIL ABILIT Y S TATEMENT
Detailed information about records and geographic distribution of 
each species is available online at OBIS (http://ipt.iobis.org/carib 
beano bis/resou rce?r=sarce_rocky shores). Supplementary Table 1 
contains the complete list of species and taxa used in this study.

ORCID
Juan J. Cruz-Motta  https://orcid.org/0000-0001-6117-9014 
Patricia Miloslavich  https://orcid.org/0000-0001-5409-1401 
Edlin Guerra-Castro  https://orcid.org/0000-0003-3529-4507 
Alejandra Hernández-Agreda  https://orcid.org/0000-0001-9033-8272 
Cesar Herrera  https://orcid.org/0000-0003-0307-6724 
Francisco Barros  https://orcid.org/0000-0002-3037-1991 
Roger D. Sepúlveda  https://orcid.org/0000-0003-0226-5662 
Tim M. Glasby  https://orcid.org/0000-0001-5011-7731 
Gregorio Bigatti  https://orcid.org/0000-0001-7053-6802 
Maritza Cardenas-Calle  https://orcid.org/0000-0001-5237-9137 
Alvar Carranza  https://orcid.org/0000-0003-3016-7955 
Augusto A. V. Flores  https://orcid.org/0000-0001-9347-8860 
Patricia Gil-Kodaka  https://orcid.org/0000-0002-8448-7893 
Jorge L. Gutiérrez  https://orcid.org/0000-0003-2914-9274 
Eduardo Klein  https://orcid.org/0000-0003-2935-7065 
Marcos Krull  https://orcid.org/0000-0002-1586-7454 
Juan F. Lazarus  https://orcid.org/0000-0003-2121-3569 
Edgardo Londoño-Cruz  https://orcid.org/0000-0001-5762-9430 
Tito Lotufo  https://orcid.org/0000-0003-3630-1342 
Erasmo C. Macaya  https://orcid.org/0000-0002-9878-483X 
Elba Mora  https://orcid.org/0000-0001-7740-3631 
Gabriela Palomo  https://orcid.org/0000-0002-9102-1282 
Mirtala Parragué  https://orcid.org/0000-0002-7899-3263 
Franciane Pellizzari  https://orcid.org/0000-0003-1877-2570 
Roberto Retamales  https://orcid.org/0000-0001-5812-1073 
Rosana M. Rocha  https://orcid.org/0000-0001-6712-7960 
Leonardo Romero  https://orcid.org/0000-0003-1615-4760 

R E FE R E N C E S
Anderson, M. J., Crist, T. O., Chase, J. M., Vellend, M., Inouye, B. D., Freestone, 

A. L., … Swenson, N. G. (2011). Navigating the multiple meanings of β 
diversity: A roadmap for the practicing ecologist. Ecology Letters, 14, 
19–28. https://doi.org/10.1111/j.1461-0248.2010.01552.x

Anderson, M. J., Gorley, R. N., & Clarke, K. R. (2008). PERMANOVA+ for 
PRIMER: Guide to Software and Statistical Methods (p. 250). 

Anderson, M. J., Tolimieri, N., & Millar, R. B. (2013). Beta diversity of de-
mersal fish assemblages in the North-Eastern Pacific: Interactions of 
latitude and depth. PLoS ONE, 8, 1–16. https://doi.org/10.1371/journ 
al.pone.0057918

Astorga, A., Fernández, M., Boschi, E. E., & Lagos, N. (2003). Two 
oceans, two taxa and one mode of development: Latitudinal di-
versity patterns of South American crabs and test for possi-
ble causal processes. Ecology Letters, 6, 420–427. https://doi.
org/10.1046/j.1461-0248.2003.00445.x

Baselga, A. (2010). Partitioning the turnover and nestedness compo-
nents of beta diversity. Global Ecology and Biogeography, 19, 134–143. 
https://doi.org/10.1111/j.1466-8238.2009.00490.x

Baselga, A. (2012). The relationship between species replace-
ment, dissimilarity derived from nestedness, and nestedness. 

Global Ecology and Biogeography, 21, 1223–1232. https://doi.
org/10.1111/j.1466-8238.2011.00756.x

Baselga, A., & Leprieur, F. (2015). Comparing methods to separate com-
ponents of beta diversity. Methods in Ecology and Evolution, 6, 1069–
1079. https://doi.org/10.1111/2041-210X.12388

Baselga, A., & Orme, C. D. L. (2012). Betapart: An R package for the 
study of beta diversity. Methods in Ecology and Evolution, 3, 808–812. 
https://doi.org/10.1111/j.2041-210X.2012.00224.x

Belanger, C. L., Jablonski, D., Roy, K., Berke, S. K., Krug, A. Z., & Valentine, 
J. W. (2012). Global environmental predictors of benthic marine bio-
geographic structure. Proceedings of the National Academy of Sciences 
of the United States of America, 109, 14046–14051. https://doi.
org/10.1073/pnas.12123 81109

Blowes, S. A., Supp, S. R., Antão, L. H., Bates, A., Bruelheide, H., Chase, 
J. M., … Dornelas, M. (2019). The geography of biodiversity change 
in marine and terrestrial assemblages. Science, 366(6463), 339–345. 
https://doi.org/10.1126/scien ce.aaw1620

Brown, J. H. (2013). Why are there so many species in the tropics? Journal 
of Biogeography, 41(1), 8–22. https://doi.org/10.1111/jbi.12228

Bulleri, F., Benedetti-Cecchi, L., Cusson, M., Maggi, E., Arenas, F., 
Aspden, R., … Paterson, D. M. (2012). Temporal stability of European 
rocky shore assemblages: Variation across a latitudinal gradient 
and the role of habitat-formers. Oikos, 121, 1801–1809. https://doi.
org/10.1111/j.1600-0706.2011.19967.x

Cavalcante Morais, G., & James, T. L. (2014). Intertidal benthic mac-
rofauna of rare rocky fragments in the Amazon region. Revista De 
Biología Tropical, 62, 69–86.

Chapman, M. G., & Underwood, A. J. (2009). Evaluating accuracy and 
precision of species - Area relationships for multiple estimators and 
different marine assemblages. Ecology, 90, 754–766. https://doi.
org/10.1890/08-0650.1

Chaudhary, C., Saeedi, H., & Costello, M. J. (2016). Bimodality of lat-
itudinal gradients in marine species richness. Trends in Ecology & 
Evolution, 31, 670–676. https://doi.org/10.1016/j.tree.2016.06.001

Cheng, B. S., Ruiz, G. M., Altieri, A. H., & Torchin, M. E. (2019). The bioge-
ography of invasion in tropical and temperate seagrass beds: Testing 
interactive effects of predation and propagule pressure. Diversity and 
Distributions, 25(2), 285–297. https://doi.org/10.1111/ddi.12850

Clarke, K. R., Gorley, R. N., Somerfield, P. J., & Warwick, R. M. (2014). 
Change in marine communities: An approach to statistical analysis and 
interpretation, 3rd ed. Plymouth: PRIMER-E Ltd..

Clarke, K. R., & Warwick, R. M. (1998). A taxonomic distinctness index 
and its statistical properties. Journal of Applied Ecology, 35, 523–531. 
https://doi.org/10.1046/j.1365-2664.1998.35405 23.x

Clarke, K. R., & Warwick, R. M. (2001). A further biodiversity index applica-
ble to species lists: Variation in taxonomic distinctness. Marine Ecology 
Progress Series, 216, 265–278. https://doi.org/10.3354/meps2 16265

Coutinho, R., Yaginuma, L. E., Siviero, F., Santos, J. C. Q. P. D., López, 
M. S., Christofoletti, R. A., … Zalmon, I. R. (2016). Studies on ben-
thic communities of rocky shores on the Brazilian coast and climate 
change monitoring: Status of knowledge and challenges. Brazilian 
Journal of Oceanography, 64, 27–36. https://doi.org/10.1590/S1679 
-87592 01610 15064sp2

Ellingsen, K. E., Clarke, K. R., Somerfield, P. J., & Warwick, R. M. (2005). 
Taxonomic distinctness as a measure of diversity applied over a large scale: 
The benthos of the Norwegian continental shelf. Journal of Animal Ecology, 
74(6), 1069–1079. https://doi.org/10.1111/j.1365-2656.2005.01004.x

Fernández, M., Astorga, A., Navarrete, S. A., Valdovinos, C., & Marquet, 
P. A. (2009). Deconstructing latitudinal species richness patterns in 
the ocean: Does larval development hold the clue? Ecology Letters, 
12, 601–611. https://doi.org/10.1111/j.1461-0248.2009.01315.x

Glasby, T. M., Gibson, P. T., & Cruz-Motta, J. J. (2017). Differences in 
rocky reef habitats related to human disturbances across a latitudinal 
gradient. Marine Environmental Research, 129, 291–303. https://doi.
org/10.1016/j.maren vres.2017.06.014

http://ipt.iobis.org/caribbeanobis/resource?r=sarce_rockyshores
http://ipt.iobis.org/caribbeanobis/resource?r=sarce_rockyshores
https://orcid.org/0000-0001-6117-9014
https://orcid.org/0000-0001-6117-9014
https://orcid.org/0000-0001-5409-1401
https://orcid.org/0000-0001-5409-1401
https://orcid.org/0000-0003-3529-4507
https://orcid.org/0000-0003-3529-4507
https://orcid.org/0000-0001-9033-8272
https://orcid.org/0000-0001-9033-8272
https://orcid.org/0000-0003-0307-6724
https://orcid.org/0000-0003-0307-6724
https://orcid.org/0000-0002-3037-1991
https://orcid.org/0000-0002-3037-1991
https://orcid.org/0000-0003-0226-5662
https://orcid.org/0000-0003-0226-5662
https://orcid.org/0000-0001-5011-7731
https://orcid.org/0000-0001-5011-7731
https://orcid.org/0000-0001-7053-6802
https://orcid.org/0000-0001-7053-6802
https://orcid.org/0000-0001-5237-9137
https://orcid.org/0000-0001-5237-9137
https://orcid.org/0000-0003-3016-7955
https://orcid.org/0000-0003-3016-7955
https://orcid.org/0000-0001-9347-8860
https://orcid.org/0000-0001-9347-8860
https://orcid.org/0000-0002-8448-7893
https://orcid.org/0000-0002-8448-7893
https://orcid.org/0000-0003-2914-9274
https://orcid.org/0000-0003-2914-9274
https://orcid.org/0000-0003-2935-7065
https://orcid.org/0000-0003-2935-7065
https://orcid.org/0000-0002-1586-7454
https://orcid.org/0000-0002-1586-7454
https://orcid.org/0000-0003-2121-3569
https://orcid.org/0000-0003-2121-3569
https://orcid.org/0000-0001-5762-9430
https://orcid.org/0000-0001-5762-9430
https://orcid.org/0000-0003-3630-1342
https://orcid.org/0000-0003-3630-1342
https://orcid.org/0000-0002-9878-483X
https://orcid.org/0000-0002-9878-483X
https://orcid.org/0000-0001-7740-3631
https://orcid.org/0000-0001-7740-3631
https://orcid.org/0000-0002-9102-1282
https://orcid.org/0000-0002-9102-1282
https://orcid.org/0000-0002-7899-3263
https://orcid.org/0000-0002-7899-3263
https://orcid.org/0000-0003-1877-2570
https://orcid.org/0000-0003-1877-2570
https://orcid.org/0000-0001-5812-1073
https://orcid.org/0000-0001-5812-1073
https://orcid.org/0000-0001-6712-7960
https://orcid.org/0000-0001-6712-7960
https://orcid.org/0000-0003-1615-4760
https://orcid.org/0000-0003-1615-4760
https://doi.org/10.1111/j.1461-0248.2010.01552.x
https://doi.org/10.1371/journal.pone.0057918
https://doi.org/10.1371/journal.pone.0057918
https://doi.org/10.1046/j.1461-0248.2003.00445.x
https://doi.org/10.1046/j.1461-0248.2003.00445.x
https://doi.org/10.1111/j.1466-8238.2009.00490.x
https://doi.org/10.1111/j.1466-8238.2011.00756.x
https://doi.org/10.1111/j.1466-8238.2011.00756.x
https://doi.org/10.1111/2041-210X.12388
https://doi.org/10.1111/j.2041-210X.2012.00224.x
https://doi.org/10.1073/pnas.1212381109
https://doi.org/10.1073/pnas.1212381109
https://doi.org/10.1126/science.aaw1620
https://doi.org/10.1111/jbi.12228
https://doi.org/10.1111/j.1600-0706.2011.19967.x
https://doi.org/10.1111/j.1600-0706.2011.19967.x
https://doi.org/10.1890/08-0650.1
https://doi.org/10.1890/08-0650.1
https://doi.org/10.1016/j.tree.2016.06.001
https://doi.org/10.1111/ddi.12850
https://doi.org/10.1046/j.1365-2664.1998.3540523.x
https://doi.org/10.3354/meps216265
https://doi.org/10.1590/S1679-875920161015064sp2
https://doi.org/10.1590/S1679-875920161015064sp2
https://doi.org/10.1111/j.1365-2656.2005.01004.x
https://doi.org/10.1111/j.1461-0248.2009.01315.x
https://doi.org/10.1016/j.marenvres.2017.06.014
https://doi.org/10.1016/j.marenvres.2017.06.014


     |  13CRUZ-MOTTA eT Al.

Hillebrand, H. (2004). On the generality of the latitudinal diver-
sity gradient. The American Naturalist, 163, 192–211. https://doi.
org/10.1086/381004

Hummel, H., Van Avesaath, P., Wijnhoven, S., Kleine-Schaars, L., Degraer, 
S., Kerckhof, F., … Rilov, G. (2017). Geographic patterns of biodi-
versity in European coastal marine benthos. Journal of the Marine 
Biological Association of the United Kingdom, 97(3), 507–523. https://
doi.org/10.1017/S0025 31541 6001119

Jablonski, D., Kaustuv, R., & Valentine, J. W. (2006). Out of the tropics: 
evolutionary diversity gradient. Science, 314, 102–106. https://doi.
org/10.1126/scien ce.1130880

Keith, S. A., Kerswell, A. P., & Connolly, S. R. (2014). Global diversity of 
marine macroalgae: Environmental conditions explain less variation 
in the tropics. Global Ecology and Biogeography, 23, 517–529. https://
doi.org/10.1111/geb.12132

Kinlock, N. L., Prowant, L., Herstoff, E. M., Foley, C. M., Akin-Fajiye, M., 
Bender, N., … Gurevitch, J. (2018). Explaining global variation in the 
latitudinal diversity gradient: Meta-analysis confirms known pat-
terns and uncovers new ones. Global Ecology and Biogeography, 27(1), 
125–141. https://doi.org/10.1111/geb.12665

Lara, C., Saldías, G. S., Cazelles, B., Rivadeneira, M. M., Haye, P. A., & 
Broitman, B. R. (2019). Coastal biophysical processes and the bioge-
ography of rocky intertidal species along the south-eastern Pacific. 
Journal of Biogeography, 46(2), 420–431. https://doi.org/10.1111/
jbi.13492

Levinton, J., & Mackie, J. (2013). Latitudinal diversity relationships of fid-
dler crabs: Biogeographic differences united by temperature. Global 
Ecology and Biogeography, 22, 1050–1059. https://doi.org/10.1111/
geb.12064

Liuzzi, M., López Gappa, J., & Piriz, M. (2011). Latitudinal gradients in 
macroalgal biodiversity in the Southwest Atlantic between 36 and 
55°S. Hydrobiologia, 673, 205–214. https://doi.org/10.1007/s1075 
0-011-0780-7

Lloyd, H. B., Cruz-Motta, J. J., Glasby, T. M., Hutchings, P. A., & Gribben, 
P. E. (2020). Unusual but consistent latitudinal patterns in macroal-
gal habitat and their invertebrate communities across two countries. 
Diversity and Distributions. In Review. https://doi.org/10.1111/
ddi.13070

Lu, M., Vasseur, D., & Jetz, W. (2019). Beta diversity patterns derived 
from island biogeography theory. The American Naturalist, 194, E52–
E65. https://doi.org/10.1086/704181

Macpherson, E. (2002). Large-scale species-richness gradients in the 
Atlantic Ocean. Proceedings of the Royal Society of London. Series 
B: Biological Sciences, 269, 1715–1720. https://doi.org/10.1098/
rspb.2002.2091

Miloslavich, P., Cruz-Motta, J. J., Hernández, A., Herrera, C., Klein, 
E., Barros, F., … Flores, A. (2016). Benthic assemblages in South 
American intertidal rocky shores: Biodiversity, services, and threats. 
In R. Riosmena-Rodríguez (Ed.), Marine benthos: biology, ecosystems, 
functions and environmental impact (pp. 83–137). New York: Nova 
Publishers.

Miloslavich, P., Klein, E., Díaz, J. M., Hernández, C. E., Bigatti, G., Campos, 
L., … Martín, A. (2011). Marine biodiversity in the Atlantic and Pacific 
coasts of South America: Knowledge and gaps. PLoS ONE, 6, 1–43. 
https://doi.org/10.1371/journ al.pone.0014631

Mittelbach, G. G., Schemske, D. W., Cornell, H. V., Allen, A. P., 
Brown, J. M., Bush, M. B., … Turelli, M. (2007). Evolution 
and the latitudinal diversity gradient: Speciation, extinction 
and biogeography. Ecology Letters, 10, 315–331. https://doi.
org/10.1111/j.1461-0248.2007.01020.x

Navarrete, A. H., Lagos, N. A., & Ojeda, F. P., (2014). Latitudinal diversity pat-
terns of Chilean coastal fishes: Searching for causal processes. Revista 
Chilena De Historia Natural, 1, 2. https://doi.org/10.1186/0717-6317-1-2

Pellizzari, F., Vélez-Rubio, G. M., Cristine-Silva, M., & Carranza, A. 
(2016). The seaweeds Myriogloea major Asensi (Chordariacea, 

Phaeophyceae) and Gayralia oxysperma (Kützing) K.L. Vinogradova 
ex Scagel et al. (Ulvophyceae, Chlorophyta): a case of range exten-
sion in the Southwestern Atlantic Ocean? Marine Biodiversity, 46(4), 
853–860. https://doi.org/10.1007/s1252 6-016-0447-8

Pontarp, M., Bunnefeld, L., Cabral, J. S., Etienne, R. S., Fritz, S. A., 
Gillespie, R., … Hurlbert, A. H. (2019). The latitudinal diversity gra-
dient: novel understanding through mechanistic eco-evolutionary 
models. Trends in Ecology and Evolution, 34(3), 211–223. https://doi.
org/10.1016/j.tree.2018.11.009

Rigby, P., Iken, K., & Shirayama, Y. (2007). Sampling biodiversity in 
coastal communities. NaGISA protocols for seagrass and macroal-
gal habitats. Kyoto, Japan: Kyoto University Press, NUS Press. 145 
pp.

Rivadeneira, M. M., Alballay, A. H., Villafaña, J. A., Raimondi, P. T., 
Blanchette, C. A., & Fenberg, P. B. (2015). Geographic patterns of 
diversification and the latitudinal gradient of richness of rocky inter-
tidal gastropods: The 'into the tropical museum' hypothesis. Global 
Ecology and Biogeography, 24, 1149–1158. https://doi.org/10.1111/
geb.12328

Rivadeneira, M. M., Navarrete, S. A., &Fernandez, M., (2002). Latitudinal 
trends of species diversity in rocky intertidal herbivore assemblages: 
Spatial scale and the relation between local and regional species 
richness. Marine Ecology Progress Series, 245, 123–131. https://doi.
org/10.3354/meps2 45123

Rivadeneira, M. M., Thiel, M., González, E. R., & Haye, P. A. (2011). 
An inverse latitudinal gradient of diversity of peracarid crusta-
ceans along the Pacific Coast of South America: Out of the deep 
South. Global Ecology and Biogeography, 20, 437–448. https://doi.
org/10.1111/j.1466-8238.2010.00610.x

Roy, K., Jablonski, D., Valentine, J. W., & Rosenberg, G. (1998). 
Marine latitudinal diversity gradients: Tests of causal hypothe-
ses. Proceedings of the National Academy of Sciences of the United 
States of America, 95, 3699–3702. https://doi.org/10.1073/
pnas.95.7.3699

Saeedi, H., Dennis, T. E., & Costello, M. J. (2017). Bimodal latitudinal 
species richness and high endemicity of razor clams (Mollusca). 
Journal of Biogeography, 44(3), 592–604. https://doi.org/10.1111/
jbi.12903

Santelices, B., & Marquet, P. A. (1998). Seaweeds, latitudinal diversity 
patterns, and Rapoport's Rule. Diversity and Distributions, 4, 71–75. 
https://doi.org/10.1046/j.1472-4642.1998.00005.x

Simberloff, D. (2004). Community ecology: Is it time to move on? The 
American Naturalist, 163, 787–799. https://doi.org/10.1086/420777

Spalding, M. D., Fox, H. E., Allen, G. R., Davidson, N., Ferdaña, Z. A., 
Finlayson, M., … Robertson, J. (2007). Marine ecoregions of the 
world: A bioregionalization of coastal and shelf areas. BioScience, 57, 
573–583. https://doi.org/10.1641/B570707

Thiel, M., Macaya, E., & Acuña, E. (2007). The humboldt current sys-
tem of northern-central Chile oceanographic processes, ecological 
interactions. Oceanography and Marine Biology, 45, 195–344. Book_
Doi10.1201/97814 20050943

Ulrich, W., Baselga, A., Kusumoto, B., Shiono, T., Tuomisto, H., & Kubota, 
Y. (2017). The tangled link between β- and γ-diversity: A Narcissus 
effect weakens statistical inferences in null model analyses of diver-
sity patterns. Global Ecology and Biogeography, 26, 1–5. https://doi.
org/10.1111/geb.12527

Underwood, A. J. (2000). Experimental ecology of rocky intertidal habi-
tats: What are we learning? Journal of Experimental Marine Biology and 
Ecology, 250, 51–76. https://doi.org/10.1016/S0022 -0981(00)00179 
-9

Underwood, A. J., Chapman, M. G., & Connell, S. D. (2000). 
Observations in ecology: You can’t make progress on processes 
without understanding the patterns. Journal of Experimental Marine 
Biology and Ecology, 250, 97–115. https://doi.org/10.1016/S0022 
-0981(00)00181 -7

https://doi.org/10.1086/381004
https://doi.org/10.1086/381004
https://doi.org/10.1017/S0025315416001119
https://doi.org/10.1017/S0025315416001119
https://doi.org/10.1126/science.1130880
https://doi.org/10.1126/science.1130880
https://doi.org/10.1111/geb.12132
https://doi.org/10.1111/geb.12132
https://doi.org/10.1111/geb.12665
https://doi.org/10.1111/jbi.13492
https://doi.org/10.1111/jbi.13492
https://doi.org/10.1111/geb.12064
https://doi.org/10.1111/geb.12064
https://doi.org/10.1007/s10750-011-0780-7
https://doi.org/10.1007/s10750-011-0780-7
https://doi.org/10.1111/ddi.13070
https://doi.org/10.1111/ddi.13070
https://doi.org/10.1086/704181
https://doi.org/10.1098/rspb.2002.2091
https://doi.org/10.1098/rspb.2002.2091
https://doi.org/10.1371/journal.pone.0014631
https://doi.org/10.1111/j.1461-0248.2007.01020.x
https://doi.org/10.1111/j.1461-0248.2007.01020.x
https://doi.org/10.1186/0717-6317-1-2
https://doi.org/10.1007/s12526-016-0447-8
https://doi.org/10.1016/j.tree.2018.11.009
https://doi.org/10.1016/j.tree.2018.11.009
https://doi.org/10.1111/geb.12328
https://doi.org/10.1111/geb.12328
https://doi.org/10.3354/meps245123
https://doi.org/10.3354/meps245123
https://doi.org/10.1111/j.1466-8238.2010.00610.x
https://doi.org/10.1111/j.1466-8238.2010.00610.x
https://doi.org/10.1073/pnas.95.7.3699
https://doi.org/10.1073/pnas.95.7.3699
https://doi.org/10.1111/jbi.12903
https://doi.org/10.1111/jbi.12903
https://doi.org/10.1046/j.1472-4642.1998.00005.x
https://doi.org/10.1086/420777
https://doi.org/10.1641/B570707
Book_Doi10.1201/9781420050943
Book_Doi10.1201/9781420050943
https://doi.org/10.1111/geb.12527
https://doi.org/10.1111/geb.12527
https://doi.org/10.1016/S0022-0981(00)00179-9
https://doi.org/10.1016/S0022-0981(00)00179-9
https://doi.org/10.1016/S0022-0981(00)00181-7
https://doi.org/10.1016/S0022-0981(00)00181-7


14  |     CRUZ-MOTTA eT Al.

Valdovinos, C., Navarrete, S. A., & Marquet, P. A. (2003). Mollusk spe-
cies diversity in the Southeastern Pacific: Why are there more 
species towards the pole? Ecography, 26, 139–144. https://doi.
org/10.1034/j.1600-0587.2003.03349.x

Warwick, R. M., & Somerfield, P. J. (2008). All animals are equal, but some 
animals are more equal than others. Journal of Experimental Marine 
Biology and Ecology, 366(1–2), 184–186. https://doi.org/10.1016/j.
jembe.2008.07.023

Willig, M. R., Kaufman, D. M., & Stevens, R. D. (2003). Latitudinal gra-
dients of biodiversity: Patterns, scale, and synthesis. Annual Review 
of Ecology, Evolution, and Systematics, 34, 273–309. https://doi.
org/10.1146/annur ev.ecols ys.34.012103.144032

Willis, K. J., & Whittaker, R. J. (2002). Species Diversity—Scale Matters. 
Science, 295, 1245–1247.

BIOSKE TCH
Dr. Juan J. Cruz-Motta is a quantitative marine ecologist inves-
tigating the effectiveness of management actions and plans 
(e.g. creation MPAs) on maintaining the structure and function 
of tropical marine communities. He is also developing quan-
titative models to implement an Ecosystem-Based Fisheries 
Management (EBFM) approach in the US Caribbean. His main 
study communities are intertidal and subtidal benthic communi-
ties and associated fish assemblages.

Author contributions: J.J.C.M and P.M. conceived the general 
idea and coordinate the research group (SARCE), and together 
with C.M., S.A.N., A.A.V.F, G.P. and F.B. designed the study. 
J.J.C.M and E.G. performed the analysis and led the writing of the 
manuscript. A.H.A and C.H. compiled and curated the dataset. 
F.B., S.A.N., R.D.S., T.M.G. and J.L.G. substantially contributed 
to the core versions of this manuscript. All authors commented 
and provided important inputs to the final versions of this manu-
script. All authors, except C.M., T.M.G. and E.K.S., contributed 
with data.

SUPPORTING INFORMATION
Additional supporting information may be found online in the 
Supporting Information section.

How to cite this article: Cruz-Motta JJ, Miloslavich P, 
Guerra-Castro E, et al. Latitudinal patterns of species 
diversity on South American rocky shores: Local processes 
lead to contrasting trends in regional and local species 
diversity. J Biogeogr. 2020;00:1–14. https://doi.org/10.1111/
jbi.13869

https://doi.org/10.1034/j.1600-0587.2003.03349.x
https://doi.org/10.1034/j.1600-0587.2003.03349.x
https://doi.org/10.1016/j.jembe.2008.07.023
https://doi.org/10.1016/j.jembe.2008.07.023
https://doi.org/10.1146/annurev.ecolsys.34.012103.144032
https://doi.org/10.1146/annurev.ecolsys.34.012103.144032
https://doi.org/10.1111/jbi.13869
https://doi.org/10.1111/jbi.13869

