Exemplos de mapeamento de caracteres quimicos
sob arvores filogenéticas baseadas em dados
moleculares
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Fig. 1. Phylogenetic relationships hypothesis among Aristolochia species. Strict consensus tree of 24 equally pamimonious trees based on com-
bined data analysis (477 steps). The mmbers above the branches indicate the bootstrap values from 1000 replications and the Bremer suppaort,
respectively. Numbers below the branches are the partitioned Bremer support values, which indicate the contribution of mark and the region be-

tween fral. and fraF, respectively, to the Bremer support value of the combined analysis.
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Fig. 4. Daidbuiion of stemad alkalods in Sol anaoese.
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Fig 1 Meighbour-joining tres of type 10 PESs (HEs (blue)and non-CHEs (red ) from angiospermes divide into two dusters which ariginate from a gene duplication svent (pink
arrow ) priar to the speciation of the angiosperms. Four fundionally studied hacterial type 01 FKSs wereussd o noot the tres. Mumbers at the forks are bootstrap values from
1000 replicates. ACS amidone synthase; ALS, alo=sone synthass; BAS herraliceinne synthase; BES, hibenry] synthase; BE, hiphemy] synthass; BPS, benraphenone synthass;
CHE, chalconesynthass; CTAZ, dscoumanoy] triacetic acid lactonesynthase; Dpg A, 3 5 dihyd rocypheny listate gynithass; HKS, hexaketide synithase; HTAS, hexanoy | triaostic
2kl Lctone synthase; OKE, odaketide synthass; PCE, pentaketide chromane synthaxe; FhiD, acetyl phlorog lucinal synthase; 2-P5 2-pyrane synthase; RppA, 136.8-
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tetrahyd rsynaphthalene synthase; STS, stilbens synthase; STCE, shlbene @rbaxylate synthase; VAS, valerophenone synthae (L =t al, 2003, 2007
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