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Please register only one account. The usegalaxy.org service is provided free of
charge and has limited computaticnal and data storage resources. Registration
and usage of multiple accounts is tracked and such accounts are subject to
termination and data deletion.

Create 3 Galaxy account

Email Address

Password

Confirm passw

Public name

Create

Already have SNgccount? Log in here.

Help~ Login or Register I='

Galaxy Web Portal Service Agreement

1) Use of Service. The Galaxy Web Portal is a free, public, Internet accessible resource
(the "Service"). Data transfer and data storage are not encrypted. If there are
restrictions on the way your research data can be stored and used, please consult
your lecal institutional review beard or the project principal investigator before
uploading it to any public site, including this Service. I you have protected data,

large data storage requirements, or short deadlines you are encouraged to set
your own lecal Galaxy instance and not use this Service. Your access to the servic
may be revcked at any time for reasons deemed necessary by the operators of the
Service.

2) Accounts and Service Limitations. You may choose to register an account with the
Service. Your registration data is primarily used sc you may persistently store data
on the Service and use advanced Galaxy features such as sharing and workflows. The
operators of the Service will not provide your registration data to any third party
unless required to do so by law. Your access to the Service is provided under the
condition that you abide by any published quotas on data storage, job submissions,
or any other limitations placed on the public Service. Attempts to subvert these
limits by creating multiple accounts or through any other method may result in
termination of all associated accounts.

3) Disclaimer. The Service is provided to you on an "AS IS" BASIS and WITHOUT
WARRANTY, either express or implied, including, without limitation, the warranties
of non-infringement, merchantability or fitness for a particular purpose. THE ENTIRE
RISK AS TO THE QUALITY OF THE SERVICE IS WITH YOU. This DISCLAIMER OF
WARRANTY constitutes an essential part of this service agreement.
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In order to complete the activation process for _begun on 04/14/21 at usegalaxy.org, please click on the following link to verify your account:

Link de validagdo da conta

UseGalaxy.org Support <galaxy-bugs@galaxyproject.org> 02:50 (h& 0 minuto)

quota limit of one account per user. Attempts to subvert this limit by creating multiple accounts or through™sQy other method may result in termination of all associated accounts and data.

Mare about the Galaxy Project can be found at galaxyproject.org

Your Galaxy Team
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By clicking on the above link and opening a Galaxy account you are also confirming that you have résg and agreed to Galaxy's Terms and Conditions for use of this service (hitps://usegalaxy org/static/terms himl). This includes a
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Importe os dados brutos para analise
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Enter a title for the new history

SRT-Alund
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Pronto! Vocé podera trabalhar com os dados...
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