


CARACTERISTICAS GERAIS

Numero de aminodcidos: 105 aminodcidos - 12400 Da de
massa

Numero de cadeias polipeptidicas: 1 - a proteina é uma unica
cadeia polipeptidica

Numero de alfa-hélices: 7

Numero de folhas Beta: O

PO



O\ PGYSYTAANKNKGIIWGEDTLMEYLENPKKYIPGTKMIFVGIKKKEELS
A\ RADLIAYLKKATNE

Imagens feitas no
software PyMol, a
partir da sequéncia de
aminoacidos
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1° PASSO

National Library of Medicine

National Center for Biotechnology Information

|All Databases |

cytochrome c¢c [Homo sapiens]

ZenBank: AAAZDTIZ.
|dentical Proteins FASTA  Graphics
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1 mgdvekgkkl fimkcsgcht vekggkhktg pnlhglfgrk tggapgysyt aanknkgiiw
61 gedtlmeyle npkkyipgtk mifvgikkke eradliaylk katne




¢) AlphaFold2.ipynb

Ficheiro Editar Ver Inserir Tempo de execugdo Ferramentas Ajuda

+ Codigo + Texto £ Copiar para o Drive

~ ColabFold: AlphaFold2 using MMseqs?2

Easy to use protein structure and complex prediction using AlphaFold? and Alphafold?-multimer. Sequence

alignments/templates are generated through MMseqs?2 and HHsearch. For more details, see bottom of the

y notebook, checkout the ColabFold GitHub and read our manuscript. Old versions: v1.0, v1.1, v1.2, v1.3

accessible to all. Nature Methods, 2022




i Input protein sequence(s), then hit Runtime -> Run all

- (2] query_sequence: MGDVEKGKKIFIMKCSQCHTVEKGGKHKTGPNLHGLFGRKTGQAPGYSYTAANKNKGIIWGEDTLMEYLENPKKYIPGTKMIFVGIKKKEERADLIAYLKKATNE

» Use : to specify inter-protein chainbreaks for modeling complexes (supports homo- and hetro-oligomers). For example PI...SK:PI...SK for a homodimer

jobname: ' Citocromo C
use_amber: [

template_mode: none

v @ MSA options (custom MSA upload, single sequence, pairing mode)

msa_mode: MMseqs2 (UniRef+Environmental)

pair_mode: unpaired+paired

“ @ Advanced settings

model type: auto

» Install dependencies

b O Mostrar codigo
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» Display 3D structure

f ° rank_num: 1

Maostrar codigo

» Package and download results

"’ ﬂ If you are having issues downloadi
jobname.result.zip, right-click an

Mostrar codigo
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Q CitocromoC_bd231.result.zip - Arquive ZIP, tamnanho descomprimido 4,089,120 bytes

| cite.bibtex

Tamanho Comprimido

j CitocromoC_bd...
E CitocromoC_bd...
E CitocromoC_bd...
E CitocromoC_bd...
j CitocromoC_bd...
n CitocromoC_bd...
j CitocromoC_bd...
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j CitocromoC_bd...
n CitocromoC_bd...
j CitocromoC_bd...
n CitocromoC_bd...
j CitocromoC_bd...
n CitocromoC_bd...
| | CitocromoC bd...

Tipo

Pasta de arquivos
Arquivo BIETEX
Arquive AsM
Arquivo PNG
Arquivo PNG
Arquivo PNG
Arquivo JSON

Protein Data Bank ...

Arquive JSON

Protein Data Bank ...

Arquive JSON

Protein Data Bank ...

Arquive JSON

Protein Data Bank ...

Arquive JSON

Protein Data Bank ...

Araumwvo JSOMN

Modificado

26/09/2022 21:13
26/09/2022 21:13
26/09/2022 21:19
26/09/2022 21:19
26/09/2022 21:19
26/09/2022 21:19
26/09/2022 21:19
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26/09/2022 21:19
26/09/2022 21:19
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26/09/2022 21:19
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CRC32

EETF/FED
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D2306CC1
ACTIFCOS

C427FED]
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3CeD3E19
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Total 4.089.180 bytes em 17 arquivos




File Edit Bulld Movie Display Setting 5Scene  Mouse Wizard Plugin  Help

Detected GLSL version 4.68. Feset Zoom w Orient  Draw/Ray -
OpenGl graphics engine:

GL_VENDOR: Intel Unpick Deselect Rock  GetView

GL_RENDERER: Intel(R) UHD Graphics 628 I< < Stop PFlay > >|  MClear
GL_VERSION: 4.6.8 - Build 27.28.18@.8935 Builder Properties Rebuild
License Expiry date: 81-jan-2823

Detected 8 CPU cores. Enabled multithreaded rendering. - —
CmdlLoad: ™" loaded as "CitocromoChumano_bd231_unrelaxed_rank_1_model_5".
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