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Cell function and cell proliferation

adult non proliferating cells — quiescent — function, but no proliferation

Examples:
hepatocytes, neurons, resting lymphocytes

adult proliferating cells — may also have function, but metabolism bias toward proliferation
stem cells, basal layer epithelial cells, lymphocytes M
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A Ras Signals B mTOR Signals
Mitogenic signals —
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Cell Cycle regulation
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Metabolism and cell cycle
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Control steps in glycolisis
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Direct phosphorylation of
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Cyclins and metabolism

Indirect regulation of metabolism Regulation of organismal energy
through metabolic regulators metabolism
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Chromatin control and metabolism
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Nutrients - p53 — cell cycle control and apotosis
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