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Dermatofitos

e Dermatofitos

* Fungos filamentosos capazes de invadir tecidos queratinizados, em humanos
e animais.

« Causam os principais tipos de micoses > Dermatofitoses ou Tineas
* Pele, pélos, cabelos e unhas.

Tinea unguium
onicomicose

Tinea pedis Tinea capitis



Dermatéfitos - Classificacao

* Principais Géneros
* Epidermophyton, Microsporum e Trichophyton

* De acordo com caracteristicas de morfologia, de conidios, microconidios e
macroconidios.

» Espécies (nicho preferencial)
* Geofilicas, Zoofilicas e Antropofilicas.



Trichophyton rubrum

e Espécie antropofilica;
* Responsavel por ~70% das infecgcdes por dermatofitos em humanos;
* Resisténcia a tratamentos e grande adaptacao ao hospedeiro;

* Infeccoes superficiais (onicomicoses e tinea pedis).
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(Zzhan, 2018)

Colbnias cotonosas e brancas; o reverso
apresenta pigmentacao avermelhada




Acido Undecandico (UDA)

* E 0 mais téxico dos acidos graxos saturados de cadeia média, utilizado
como medicamento de uso topico.



Estratégia

* Analisar os genes diferencialmente expressos de T. rubrum em resposta ao UDA
visando identificar vias envolvidas na adaptacao ao estresse provocado pela
droga.

e Grupos de trabalho
* Turma 1 - Genes de resposta a droga
 Turma 2 — Genes de reparo de DNA



Desenho experimental

Linhagem

* Trichophyton rubrum CBS 118892
Condicoes

* 0 horas (cultivo sem droga)

e 3 horas (exposicao ao UDA)

e 12 horas (exposicao ao UDA)

Extracao do RNA total

Sequenciamento
* 9 bibliotecas de RNA-Seq
* Triplicata das condicdes
* 2 paired-end e 1 single-end para cada condicao



Ambiente de Trabalho - Galaxy

* Plataforma aberta;

* Facilita o processo de analise de dados de RNA-Seq, por meio de ferramentas acessiveis via

navegadores;

* Alguns links:
e https://galaxyproject.org/

e https://usegalaxy.org/
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James Taylor (1979-2020) believed that scientific progress can best be
sustained through the mentoring of students and junior faculty.

To ensure implementation of this vision, the Galaxy community has established a
foundation—IXTX: The James P. Taylor Foundation for Open Science. The JXTX
Foundation's mission is to (1) assist graduate students to participate in computational
biology and data science conferences, and

bet

) organize and host mentoring sessions
senior and junior faculty members at high-profile meetings.

To make this happen we are accepting contributions. More details can be found on the
@jxtx page in the Galaxy Hub. Please, help us continue what James has started.

Donate Now

© Want to leam the best practices for the analysis of SARS-CoV/-2 data using Galaxy? Visit the Galaxy SARS-CoV-2 portal at covid19.galaxyproject.org
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The Galaxy Team is a part of the Center for Comparative Genomics and Bicinformatics at
Penn State, the Department of Biology at Johns Hopkins Univ
Computational Biology Program at Oregon Health & Science University.
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ce of Galaxy is utilizing infrastructure generously provided by CyVerse at the
Texas Advanced Computing Center, with support from the National Science Foundation.
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