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(a) A-chain DNA
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Genes das Cadeias Leves
Organizagdo na linhagem germinativa

Lambda light chain genes: n=30
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Kappa light chain genes; n=300
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Gene da Cadeia Pesada
Organizagdo na linhagem germinativa

Genes da Cadeia Pesada; Vn=1000, Dn=15
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Existem introns separando os exons que codificam cada dominio da cadeia pesada
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Gene da Cadeia Pesada
Rearranjo e expressdo génica
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Gene da Cadeia Pesada
Rearranjo e expressdo génica
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TABLE 5-2  COMBINATORIAL ANTIBODY DIVERSITY
IN HUMANS AND MICE

Light chains
Multiple germ-line segments Heavy chain K A
Estimated number of segments in humans*
vV 51 40 30
D 27 0 0
J 6 5 4
Combinatorial V-D-] and V-] joining 51 X 27 X 6 = 8262 40 X 5= 200 JOX4=12
(possible number of combinations)
Possible combinatarial associations of
heavy and light chains' 8262 X (200 + 120) = 2.64 X 10°
Estimated number of segments in mice*
Vv 134 85 2
D 13 0 0
J 1 ) 3
Combinatorial V-D-] and V-] joining 134 X 13 X 4 = 6968 85 X 4 = 340 2X3=6

(possible number of combinations)
Possible combinatorial associations
of heavy and light chains' 6968 X (340 + 6) = 241 X 10"
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Adicdo de P- e N-nucleotidios

(a) P-nucleotide addition
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Hipermutagdo somadtica
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"Splicing” Alternativo
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