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#Lendo os dados Pulse

dados = read.table('C:/Users/IBI5086-2020/Aula1-270820/Pulse.csv', head=T, sep=";", dec=",")

dados

str(dados)

attach(dados)

dados[,1:3]

summary(dados[,1:3])

table(Ran)

mean(P1)

sd(P1)

#Exercício 5

library(RcmdrPlugin.TeachingDemos)

ci.examp(mean.sim = 72, sd = 11, n = 92, reps = 100, conf.level = 

  0.95, method = "t")

#Exercício 6

#Ajuste do modelo M1

#y=b0+b1P1c+e

P1c<-P1-mean(P1)

plot(P2~P1c)

m1 <- lm(P2~P1c,dados)

summary(m1)

names(m1)

m1$coefficients

plot(m1$fitted.values,m1$residuals)

lines(lowess(m1$fitted.values,m1$residuals),col="red")

plot(P2~P1c)

abline(m1)

#Ajuste do modelo M2

#y=b0+b2Ran+e

plot(P2~Ran)

plot(P2~factor(Ran))

m2<-lm(P2~Ran)

summary(m2)

m2$coefficients #igual às médias dos grupos

mean(P2[Ran=="0"]) #intercept

mean(P2[Ran=="1"]) #intercept + Ran

plot(m2$fitted.values,m2$residuals)

lines(lowess(m2$fitted.values,m2$residuals),col="red")

plot(P2~Ran)

abline(m2)

#Ajuste do modelo M3

#y=b0+b1P1c+b2Ran+e

Ran

library(car)

Ran<-recode(Ran,"1='1';2='0'")

Ran

plot(P2~P1c, pch=23, bg=c('red', 'blue')[factor(Ran)])

m3<-lm(P2~P1c+Ran)

summary(m3)

m3$coefficients

plot(m3$fitted.values,m3$residuals)

lines(lowess(m3$fitted.values,m3$residuals),col="red")

b0<-m3$coefficients[1]

b0

names(b0)<-NULL

b0

b1<-m3$coefficients[2]

names(b1)<-NULL

b2<-m3$coefficients[3]

names(b2)<-NULL

plot(P2~P1c, pch=23, bg=c('red', 'blue')[factor(Ran)])

abline(b0,b1, col="red")

abline((b0+b2),b1,col="blue")

#Ajuste do modelo M4

#y=b0+b1P1c+b2Ran+b3(P1c*Ran)+e

P1cRan<-P1c*Ran

plot(P2~P1c, pch=23, bg=c('red', 'blue')[factor(Ran)])

m4<-lm(P2~P1c+Ran+P1cRan)

summary(m4)

m4$coefficients

plot(m4$fitted.values,m4$residuals)

lines(lowess(m4$fitted.values,m4$residuals),col="red")

b0<-m4$coefficients[1]

b0

names(b0)<-NULL

b0

b1<-m4$coefficients[2]

names(b1)<-NULL

b2<-m4$coefficients[3]

names(b2)<-NULL

b3<-m4$coefficients[4]

names(b3)<-NULL

plot(P2~P1c, pch=23, bg=c('red', 'blue')[factor(Ran)])

abline(b0,b1, col="red")

abline((b0+b2),(b1+b3),col="blue")

