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Genomica Nutricional

Nascimento da Biologia Molecular Moderna
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Watson JD. Crick FH. Molecular structure of nucleic acids. Nature 171:737-738, 1953
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A saturated fatty acid-rich diet induces an obesity-linked
proinflammatory gene expression profile in adipose tissue of subjects
at risk of metabolic syndrome’™
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Lisette CPGM de Groor, Jeanne HM de Vries, Michael Miiller, and Lydia A Afman
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Nutrigenética

Big science at the table
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1000 Genomes Project
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Abstract
Position statement: The Braziian Society for Food and Nutrition (SBAN) bases the following position statement on a
G ciitical analysis of the lerature on nutritionsl genomics and nutrigenetic tests: (1) Nutrigenetic tests are predictive
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