
Mycobacterium tuberculosis 
 

NCBI 
 
LOCUS       NR_102810               ​1532 bp​    rRNA    linear 
 
>NR_102810.2 Mycobacterium tuberculosis strain H37Rv 16S ribosomal RNA, complete sequence 
TGTTTGGAGAGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAACGGA 
AAGGTCTCTTCGGAGATACTCGAGTGGCGAACGGGTGAGTAACACGTGGGTGATCTGCCCTGCACTTCGG 
GATAAGCCTGGGAAACTGGGTCTAATACCGGATAGGACCACGGGATGCATGTCTTGTGGTGGAAAGCGCT 
TTAGCGGTGTGGGATGAGCCCGCGGCCTATCAGCTTGTTGGTGGGGTGACGGCCTACCAAGGCGACGACG 
GGTAGCCGGCCTGAGAGGGTGTCCGGCCACACTGGGACTGAGATACGGCCCAGACTCCTACGGGAGGCAG 
CAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGCCTTCGG 
GTTGTAAACCTCTTTCACCATCGACGAAGGTCCGGGTTCTCTCGGATTGACGGTAGGTGGAGAAGAAGCA 
CCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTA 
AAGAGCTCGTAGGTGGTTTGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATA 
CGGGCAGACTAGAGTACTGCAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGA 
GGAACACCGGTGGCGAAGGCGGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAA 
CAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGTACTAGGTGTGGGTTTCCTTCCTTGGGAT 
CCGTGCCGTAGCTAACGCATTAAGTACCCCGCCTGGGGAGTACGGCCGCAAGGCTAAAACTCAAAGGAAT 
TGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGATTAATTCGATGCAACGCGAAGAACCTTACCTGGGT 
TTGACATGCACAGGACGCGTCTAGAGATAGGCGTTCCCTTGTGGCCTGTGTGCAGGTGGTGCATGGCTGT 
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCTCATGTTGCCAGC 
ACGTAATGGTGGGGACTCGTGAGAGACTGCCGGGGTCAACTCGGAGGAAGGTGGGGATGACGTCAAGTCA 
TCATGCCCCTTATGTCCAGGGCTTCACACATGCTACAATGGCCGGTACAAAGGGCTGCGATGCCGCGAGG 
TTAAGCGAATCCTTAAAAGCCGGTCTCAGTTCGGATCGGGGTCTGCAACTCGACCCCGTGAAGTCGGAGT 
CGCTAGTAATCGCAGATCAGCAACGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACG 
TCATGAAAGTCGGTAACACCCGAAGCCAGTGGCCTAACCCTCGGGAGGGAGCTGTCGAAGGTGGGATCGG 
CGATTGGGACGAAGTCGTAACAAGGTAGCCGTACCGGAAGGTGCGGCTGGATCACCTCCTTT 

 
 
Primer 3 Output 
 
No mispriming library specified 
Using 1-based sequence positions 
OLIGO           ​ ​start​ ​len​ ​    tm​ ​   gc%​ ​ any​ ​ 3'​ ​seq  
LEFT PRIMER        185   20   59.97   45.00  6.00  0.00 ATGCATGTCTTGTGGTGGAA 
RIGHT PRIMER       368   20   59.96   50.00  6.00  0.00 GTGCAATATTCCCCACTGCT 
SEQUENCE SIZE: 1532 
INCLUDED REGION SIZE: 1532 
 
PRODUCT SIZE: 184, PAIR ANY COMPL: 6.00, PAIR 3' COMPL: 2.00 
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KEYS (in order of precedence): 
>>>>>> left primer 
<<<<<< right primer 
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 Sequência Tamanho 
Amplicon 

Tm Ta 

Primer 
Forward 

AGAGTTTGATCCTGGCTCAG 
 

8 - 1502 60​o​C (56​o​C) 
 

56​o​C 

Primer 
Reverse 

ACGGCTACCTTGTTACGACTT 
 

8 - 1502 62​o​C (60​o​C) 58​o​C 
 

Right Primer GTGCAATATTCCCCACTGCT 185 - 368 56​o​C (58​o​C) 52​o​C  

Left Primer ATGCATGTCTTGTGGTGGAA 185 - 368 58​o​C (56​o​C) 54​o​C 
 

 
→ ​tamanho do gene que codifica o 16S ribossomal do procarioto selecionado: ​1532bp 
→ os primers universais apresentam homologia 
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