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Mecanismos geradores de diversidade nos receptores BCR e TCR:

* recombinacao V(D)J —>TeB
* diversidade funcional
* adicao aleatéria de bases

* hipermutacao somatica (maturacao de afinidade)
—> somente B

* troca de classe ou isotipo —> somente B

* conversao fénica —> somente B
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Immunology wars: A billion antibodies
Nature Videos

https://youtu.be/Na-Zc-xWCLE


https://youtu.be/Na-Zc-xWCLE
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Immunoglobulin a:p T-cell receptors
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splicing alternativo gera a forma secretada da IgM
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Mecanismos geradores de diversidade nos receptores BCR e TCR:

* hipermutacao somatica (maturacao de afinidade)
—> somente B
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Mecanismos geradores de diversidade nos receptores BCR e TCR:

* troca de classe ou isotipo —> somente B
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Mecanismos geradores de diversidade nos receptores BCR e TCR:

* conversao génica —> somente B
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Event Process Nature of change | Process occurs in:
Beells | Tcells
V-reai I Somatic recombination Irreversible Yes Yes
region assembly of DNA
Junctional diversity Imprec'ise joi.nin?, o Irreversible Yes Yes
insertion in DNA
S & Activation of promoter by Irreversible but
Transcriptional activation proximity to the enhancer regulated Yes Yes
Switch recombination Somatic recombination Irreversible Yes No
of DNA
Somatic hypermutation DNA point mutation Irreversible Yes No
: z - T Reversible,
IgM, IgD expression on surface | Differential splicing of RNA regulated Yes No
- : - Reversible,
Membrane vs secreted form Differential splicing of RNA regulated Yes No
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Repeated rearrangements are possible at the light-chain loci
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Only CD4" T cells mature
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