Lab #5

Differential expression

 

1.) Get the GEO rat ketogenic brain data set (rat_KD.txt).

2a.) Load into R, using read.table() function and header=T argument.
2b.) Set the gene names to row names and remove this first column.

3.) Use the t-test function in the notes to calculate the changing genes between the control diet and ketogenic diet classes.  (Hint: use the names() function to determine where one class ends and the other begins).
 

4.) Plot a histogram of the p-values.

5.) Log the data, calculate the mean for each gene, and calculate the fold change between the groups (control vs. ketogenic diet).

6.) Plot a histogram of the fold change values.

7.) Transform the p-value (-1*log(p-value)) and create a volcano plot with the 2 vectors (see the lecture notes).

