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1. Dada a matriz de similaridade:

A |G |C|T
A |10 |-1 |-3 |4
G |-1 |7 |-5 -3
C |-3|-5]9 |0
T |[-4]-3]0 |8
Utilizando um gap=-5, obter a pontuacdo produto de alinhar globalmente as

sequéncias:
Seq. 1: AGACTAGTTAC
Seq. 2: CGA---GACGT

2. Com a matriz de similaridade de amino acidos descrita;

A R N D C Q E G H I L K M F P S5 T W ¥ V
A2 4-1-2-2 0-1-1 0-2-1-1-1-1-2-1 1 0-3-2 0
R-1 5 0-2-3 1 0-2 0-3-2 2-1-3-2-1-1-3-2-3
N-2 0 6 1-3 0 0 0 1-3-3 0-2-3-2 1 0-4-2-3
bp-2-2 1 6-3 0 2-1-1-3-4-1-3-3-1 0-1-4-3-3
c 0-3-3-3 9-3-4-3-3-1-1-3-1-2-3-1-1-2-2-1
-1 1 0 0-3 5 2-2 0-3-2 1 0-3-1 0-1-2-1-2
F-1 0 0 2-4 2 5-2 0-3-3 1-2-3-1 0-1-3-2-2
G 0-2 0-1-3-2-2 6-2-4-4-2-3-3-2 0-2-2-3-3
#iH-2 0 1-1-3 0 0-2 8-3-3-1-2-1-2-1-2-2 2-3
rI-1-3-3-3-1-3-3-4-3 4 2-3 1 0-3-2-1-3-1 3
r-1-2-3-4-1-2-3-4-3 2 4-2 2 0-3-2-1-2-11
K-1 2 0-1-3 1 1-2-1-3-2 5-1-3-1 0-1-3-2-2
M-1-1-2-3-1 0-2-3-2 1 2-1 5 0-2-1-1-1-1 1
rF-2-3-3-3-2-3-3-3-1 0 0-3 0 6-4-2-2 1 3-1
pPp-1-2-2-1-3-1-1-2-2-3-3-1-2-4 7-1-1-4-3 =2
s 1-1 1 0-1 0 O O-1-2-2 0-1-2-1 4 1-3 -2 -2
T 0-1 0-1-1-1-1-2-2-1-1-1-1-2-1 1 5-2-2 0
w-3 -3 -4 -4-2-2-3-2-2-3-2-3-1 1-4-3-211 2 -3
Yy -2 -2-2-3-2-1-2-3 2-1-1-2-1 3 -3-2-2 2 7-+-1
v 0 -3 -3 -3-1-2-2-3-3 3 1-2 1-1-2-2 0-3-1 4

Gerar duas alternativas de alinhamento de sequéncias para: ANRGDFS e ANREFS,
com gap=10. Indicar qual alternativa de alinhamento & melhor.



